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1 
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<160> 543 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide antagonist C-terminus of BLR- 1 
<400> 1 

Asn Ala Thr Ser Leu Thr Thr Phe 



<210> 2 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> small molecule inhibitor 



<2 21> M0D_RES 

<222> (1) . . . (1) 

<223> Xaa = acetyl -leucine 



<400> 2 
Xaa Thr Thr Phe 
1 

<210> 3 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide antagonist C-terminus of DOCK2 
<400> 3 

Pro Asp Ser Leu Ser Thr Asp Leu 



<210> 4 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 



2 



<400> 4 
Ser Ser Gin Leu 
1 



<210> 5 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

< 2 2 3 > PDZ mot i f 

<400> 5 
Ser Ser Ser Gin Leu 
1 5 

<210> 6 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 6 
Ser Ser Ser Ser Gin Leu 
1 5 

<210> 7 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 7 
Pro Ser Ser Ser Ser Gin Leu 
1 5 

<210> 8 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 
<400> 8 

Pro Pro Ser Ser Ser Ser Gin Leu 
1 5 

<210> 9 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 



<400> 9 
Cys Ser Pro lie 
1 



<210> 10 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 10 
Thr Cys Ser Pro lie 
1 5 



<210> 11 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 



<400> 11 
Lys Thr Cys Ser Pro lie 
1 5 



<210> 12 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 12 
Gin Lys Thr Cys Ser Pro lie 
1 5 



<210> 13 
<211> 8 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 13 
Phe Gin Lys Thr Cys Ser Pro lie 
1 5 



<210> 14 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<22 3> PDZ motif 



<400> 14 
lie Ser Ala Ala 
1 



<210> 15 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 15 
Asp lie Ser Ala Ala 
1 5 

<210> 16 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 16 
Asp Asp lie Ser Ala Ala 
1 5 

<210> 17 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 17 
Tyr Asp Asp lie Ser Ala Ala 
1 5 

<210> 18 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 18 
Asp Tyr Asp Asp lie Ser Ala Ala 
1 5 

<210> 19 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 19 
Thr Ser Glu lie 
1 



<210> 20 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 20 
Cys Thr Ser Glu lie 
1 5 



<210> 21 

<211> 6 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 21 
Ser Cys Thr Ser Glu lie 
1 5 



<210> 22 

<211> 7 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 22 
Ser Ser Cys Thr Ser Glu lie 
1 5 



<210> 23 

<211> 8 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 23 

Asp Ser Ser Cys Thr Ser Glu lie 
1 5 



<210> 24 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 24 
Thr Ser Asp Ala 
1 



<210> 25 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 25 
Ala Thr Ser Asp Ala 
1 5 

<210> 26 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 26 
Pro Ala Thr Ser Asp Ala 
1 5 

<210> 27 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 27 
Pro Pro Ala Thr Ser Asp Ala 
1 5 

<210> 28 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 28 
Lys Pro Pro Ala Thr Ser Asp Ala 
1 5 

<210> 29 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> small molecule inhibitor 



<221> MOD_RES 

<222> (1) ... (1) 

<223> Xaa = acetyl-serine 



<400> 29 
Xaa Thr Asp Leu 
1 

<210> 30 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 30 
Leu Thr Ser Asp Ala 
1 5 

<210> 31 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 31 
Arg Leu Thr Ser Asp Ala 
1 5 

<210> 32 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 32 
Glu Arg Leu Thr Ser Asp Ala 
1 5 

<210> 33 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 
<400> 33 

Lys Glu Arg Leu Thr Ser Asp Ala 
1 5 

<210> 34 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<22 3> PDZ motif 



<400> 34 
Thr lie Gly Leu 
1 

<210> 35 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 35 
Gin Thr lie Gly Leu 
1 5 

<210> 36 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 36 
Ser Gin Thr lie Gly Leu 
1 5 

<210> 37 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 37 
Thr Ser Gin Thr lie Gly Leu 
1 5 

<210> 38 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 38 
Lys Thr Ser Gin Thr lie Gly Leu 
1 5 

<210> 39 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 39 
Phe Met Ser Leu 
1 



<210> 40 

<211> 5 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 40 
Asp Phe Met Ser Leu 
1 5 



<210> 41 

<211> 6 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 41 
Thr Asp Phe Met Ser Leu 
1 5 



<210> 42 

<211> 7 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 42 
Ala Thr Asp Phe Met Ser Leu 
1 5 



<210> 43 

<211> 8 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 43 

Gin Ala Thr Asp Phe Met Ser Leu 
1 5 



<210> 44 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 44 
Gin Ser Leu Val 
1 



<210> 45 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 45 
lie Gin Ser Leu Val 
1 5 

<210> 46 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 46 
Glu lie Gin Ser Leu Val 
1 5 

<210> 47 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 47 
Asn Glu lie Gin Ser Leu Val 
1 5 

<210> 48 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 
<400> 48 

Arg Asn Glu lie Gin Ser Leu Val 
1 5 

<210> 49 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 49 
Glu Ser Gly lie 
1 



<210> 50 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 50 
Ser Glu Ser Gly lie 
1 5 



<210> 51 

<211> 6 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 51 
Ala Ser Glu Ser Gly lie 
1 5 

<210> 52 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 52 
Arg Ala Ser Glu Ser Gly lie 
1 5 



<210> 53 

<211> 8 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 53 

Leu Arg Ala Ser Glu Ser Gly lie 
1 5 



<210> 54 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 54 
Pro Tyr Ala Ala 
1 



<210> 55 

<211> 5 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 55 
Phe Pro Tyr Ala Ala 
1 5 



<210> 56 

<211> 6 

<212> PRT 

<213> Artificial Sequence 



<220> 

<22 3> PDZ motif 



<400> 56 
Arg Phe Pro Tyr Ala Ala 
1 5 

<210> 57 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 57 
Leu Arg Phe Pro Tyr Ala Ala 
1 5 



<210> 58 
<211> 8 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 58 

Leu Leu Arg Phe Pro Tyr Ala Ala 
1 5 



<210> 59 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 
<223> 



PDZ motif 



Gly 



<400> 
Cys Glu 



59 
Leu 



1 



<210> 60 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 60 
Gly Gly Cys Glu Leu 
1 5 

<210> 61 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 61 
Glu Gly Gly Cys Glu Leu 
1 5 

<210> 62 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 62 
Glu Glu Gly Gly Cys Glu Leu 
1 5 

<210> 63 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 
<400> 63 

Glu Glu Glu Gly Gly Cys Glu Leu 
1 5 

<210> 64 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 64 
Lys Thr Glu Ala 
1 



<210> 65 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 65 
His Lys Thr Glu Ala 
1 5 



<210> 66 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 



<400> 66 
Asn His Lys Thr Glu Ala 
1 5 



<210> 67 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 67 
Asn Asn His Lys Thr Glu Ala 
1 5 



<210> 68 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 
<400> 68 

Glu Asn Asn His Lys Thr Glu Ala 
1 5 



<210> 69 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 69 
Ser Ser Asn Leu 
1 



<210> 70 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 70 
Val Ser Ser Asn Leu 
1 5 



<210> 71 
<211> 6 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 71 
Asn Val Ser Ser Asn Leu 
1 5 



<210> 72 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 72 
Val Asn Val Ser Ser Asn Leu 
1 5 



<210> 73 
<211> 8 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 73 
Ser Val Asn Val Ser Ser Asn Leu 
1 5 



<210> 74 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 74 
Lys Thr Arg Val 
1 

<210> 75 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 75 
Pro Lys Thr Arg Val 
1 5 

<210> 76 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 76 
Arg Pro Lys Thr Arg Val 
1 5 

<210> 77 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 77 
Arg Arg Pro Lys Thr Arg Val 
1 5 

<210> 78 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 
<400> 78 

Ser Arg Arg Pro Lys Thr Arg Val 
1 5 

<210> 79 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<22 3> PDZ motif 



<400> 79 
Leu Tyr Lys Leu 
1 

<210> 80 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 80 
Gly Leu Tyr Lys Leu 
1 5 

<210> 81 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 81 
Phe Gly Leu Tyr Lys Leu 
1 5 

<210> 82 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 82 
Phe Phe Gly Leu Tyr Lys Leu 
1 5 

<210> 83 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 
<400> 83 

Thr Phe Phe Gly Leu Tyr Lys Leu 
1 5 

<210> 84 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 84 

Val Thr Ala Leu 
1 

<210> 85 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 85 
His Val Thr Ala Leu 
1 5 

<210> 86 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 86 
Leu His Val Thr Ala Leu 
1 5 

<210> 87 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 87 
Gly Leu His Val Thr Ala Leu 
1 5 

<210> 88 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 
<400> 88 

Gin Gly Leu His Val Thr Ala Leu 
1 5 

<210> 89 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 
<223> 



PDZ motif 



Glu 
1 



<400> 
Phe Tyr 



89 
Ala 



<210> 90 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 90 
Glu Glu Phe Tyr Ala 
1 5 

<210> 91 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 91 
Gin Glu Glu Phe Tyr Ala 
1 5 

<210> 92 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 92 
Lys Gin Glu Glu Phe Tyr Ala 
1 5 

<210> 93 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 93 
Thr Lys Gin Glu Glu Phe Tyr Ala 
1 5 

<210> 94 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 
<223> 



PDZ motif 



Asp 
1 



<400> 
Ser Val 



94 
Phe 



<210> 95 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 95 
Glu Asp Ser Val Phe 
1 5 

<210> 96 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 96 
Leu Glu Asp Ser Val Phe 
1 5 

<210> 97 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 97 
Thr Leu Glu Asp Ser Val Phe 
1 5 

<210> 98 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 98 
Glu Thr Leu Glu Asp Ser Val Phe 
1 5 

<210> 99 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<22 3> PDZ motif 



<400> 99 
Glu Ser Lys Ala 
1 

<210> 100 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 100 
Asn Glu Ser Lys Ala 
1 5 

<210> 101 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 101 
Glu Asn Glu Ser Lys Ala 
1 5 

<210> 102 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 102 
Lys Glu Asn Glu Ser Lys Ala 
1 5 

<210> 103 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 103 
Thr Lys Glu Asn Glu Ser Lys Ala 
1 5 

<210> 104 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 104 
Lys lie Gly Val 
1 

<210> 105 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 105 
Met Lys lie Gly Val 
1 5 

<210> 106 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 106 
Asp Met Lys lie Gly Val 
1 5 

<210> 107 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 107 
Val Asp Met Lys lie Gly Val 
1 5 

<210> 108 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<2 23> PDZ motif 

<400> 108 
Asn Val Asp Met Lys lie Gly Val 
1 5 

<210> 109 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<2 23> PDZ motif 



<400> 109 
Phe Thr Ser Leu 
1 

<210> 110 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<2 23> PDZ motif 

<400> 110 
Lys Phe Thr Ser Leu 
1 5 

<210> 111 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 111 
Val Lys Phe Thr Ser Leu 
1 5 

<210> 112 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 112 
Glu Val Lys Phe Thr Ser Leu 
1 5 

<210> 113 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 113 
Arg Glu Val Lys Phe Thr Ser Leu 
1 5 

<210> 114 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 114 
Lys Ser Leu Val 
1 



<210> 115 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 115 
Leu Lys Ser Leu Val 
1 5 



<210> 116 
<211> 6 
<212> PRT 

<213> Artificial Sequence 



<220> 

<22 3> PDZ motif 



<400> 116 
Phe Leu Lys Ser Leu Val 
1 5 



<210> 117 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 117 
Arg Phe Leu Lys Ser Leu Val 
1 5 



<210> 118 
<211> 8 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 

<400> 118 
Gly Arg Phe Leu Lys Ser Leu Val 
1 5 



<210> 119 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 119 
Gly Tyr lie Ala 
1 



<210> 120 

<211> 5 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 120 
Asn Gly Tyr lie Ala 
1 5 



<210> 121 

<211> 6 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 121 
Thr Asn Gly Tyr lie Ala 
1 5 



<210> 122 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 122 
Lys Thr Asn Gly Tyr lie Ala 
1 5 

<210> 123 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 123 
Gly Lys Thr Asn Gly Tyr lie Ala 
1 5 

<210> 124 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 124 
Gin Thr Leu Leu 
1 



<210> 125 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 125 
Leu Gin Thr Leu Leu 
1 5 



<210> 126 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 



<400> 126 
Leu Leu Gin Thr Leu Leu 
1 5 



<210> 127 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 127 
Val Leu Leu Gin Thr Leu Leu 
1 5 



<210> 128 
<211> 8 
<212>, PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 128 
Ser Val Leu Leu Gin Thr Leu Leu 
1 5 



<210> 129 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 129 
Pro lie Asp Leu 
1 



<210> 130 

<211> 5 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 130 
Pro Pro lie Asp Leu 
1 5 



<210> 131 

<211> 6 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 131 
Ser Pro Pro lie Asp Leu 
1 5 



<210> 132 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 



<400> 132 
Met Ser Pro Pro lie Asp Leu 
1 5 



<210> 133 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 133 
Glu Met Ser Pro Pro lie Asp Leu 
1 5 



<210> 134 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 
<223> 



PDZ motif 



<400> 
Tyr Thr Met 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Ser Tyr Thr 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Ala Ser Tyr 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Ser Ala Ser 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Thr Ser Ala 
1 

<210> 
<211> 
<212> 
<213> 



134 
lie 



135 
5 

PRT 

Artificial Sequence 



PDZ motif 
135 

Met lie 
5 

136 
6 

PRT 

Artificial Sequence 



PDZ motif 
136 

Thr Met lie 
5 

137 
7 

PRT 

Artificial Sequence 



PDZ motif 
137 

Tyr Thr Met lie 
5 

138 
8 

PRT 

Artificial Sequence 



PDZ motif 
138 

Ser Tyr Thr Met lie 
5 

139 
4 

PRT 

Artificial Sequence 



<220> 

<22 3> PDZ motif 



<400> 139 
His Ser Val lie 
1 



<210> 140 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 



<400> 140 
Glu His Ser Val lie 
1 5 



<210> 141 
<211> 6 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 141 
Asn Glu His Ser Val lie 
1 5 



<210> 142 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 142 
Gin Asn Glu His Ser Val lie 
1 5 



<210> 143 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 



<400> 143 
Glu Gin Asn Glu His Ser Val lie 
1 5 



<210> 144 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 
<223> 



PDZ motif 



<400> 
Thr Ser Val 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
lie Thr Ser 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Pro lie Thr 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Phe Pro lie 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Leu Phe Pro 
1 

<210> 
<211> 
<212> 
<213> 



144 
Leu 



145 
5 

PRT 

Artificial Sequence 



PDZ motif 
145 

Val Leu 
5 

146 
6 

PRT 

Artificial Sequence 



PDZ motif 
146 

Ser Val Leu 
5 

147 
7 

PRT 

Artificial Sequence 



PDZ motif 
147 

Thr Ser Val Leu 
5 

148 
8 

PRT 

Artificial Sequence 



PDZ motif 
148 

lie Thr Ser Val Leu 
5 

149 
4 

PRT 

Artificial Sequence 



<220> 
<223> 



PDZ motif 



Asp 
1 



<400> 
Thr Glu 



149 
Leu 



<210> 150 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 150 
Ala Asp Thr Glu Leu 
1 5 

<210> 151 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 151 
Val Ala Asp Thr Glu Leu 
1 5 

<210> 152 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 152 
Val Val Ala Asp Thr Glu Leu 
1 5 

<210> 153 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 153 
His Val Val Ala Asp Thr Glu Leu 
1 5 

<210> 154 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<22 3> PDZ motif 



<400> 154 
Val Ala Leu lie 
1 



<210> 155 

<211> 5 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 155 
Arg Val Ala Leu lie 
1 5 



<210> 156 
<211> 6 
<212> PRT 

<213> Artificial Sequence 



<220> 

<2 23> PDZ motif 



<400> 156 
Ala Arg Val Ala Leu lie 
1 5 

<210> 157 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 157 
Leu Ala Arg Val Ala Leu lie 
1 5 



<210> 158 
<211> 8 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 

<400> 158 
Val Leu Ala Arg Val Ala Leu lie 
1 5 



<210> 159 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 159 
Ser Ser Met Ala 
1 

<210> 160 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 160 
Thr Ser Ser Met Ala 
1 5 

<210> 161 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 161 
Ser Thr Ser Ser Met Ala 
1 5 

<210> 162 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 162 
Pro Cys Ser Thr Ser Ser Met Ala 
1 5 

<210> 163 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 



<400> 163 
Lys Ser Lys Val 



1 



<210> 164 

<211> 5 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 164 
Gin Lys Ser Lys Val 
1 5 

<210> 165 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 165 
Ala Gin Lys Ser Lys Val 
1 5 

<210> 166 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 166 
Glu Ala Gin Lys Ser Lys Val 
1 5 

<210> 167 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 167 
Val Glu Ala Gin Lys Ser Lys Val 
1 5 

<210> 168 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<2 23> PDZ motif 

<400> 168 
Ser Tyr lie Leu 
1 

<210> 169 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



<220> 
<223> PDZ 



motif 



<400> 169 
Pro Ser Tyr lie 
1 



Leu 
5 



<210> 170 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 170 
Lys Pro Ser Tyr lie Leu 
1 5 

<210> 171 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 171 
Gin Lys Pro Ser Tyr lie Leu 
1 5 

<210> 172 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 172 
Tyr Gin Lys Pro Ser Tyr lie Leu 
1 5 

<210> 173 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Tat peptide 
<400> 173 

Gly Tyr Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg Gly 
15 10 

<210> 174 
<211> 21 
<212> PRT 

<213> Artificial Sequence 



36 



<220> 

<22 3> Tat-CD3 carboxyl terminus fusion peptide 
<400> 174 

Gly Tyr Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg Gly Pro Pro Ser 

15 10 15 

Ser Ser Ser Gly Leu 
20 

<210> 175 
<211> 4 . 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ ligand 

<400> 175 
Ser Ala Glu Val 
1 

<210> 176 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Tat-CLASP2 carboxyl terminus fusion peptide 
<400> 176 

Gly Tyr Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg Gly Met Thr Ser 

1 5 10 15 

Ser Ser Ser Val Val 
20 

<210> 177 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 177 
Thr Glu Leu Val 
1 

<210> 178 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 178 
Lys Thr Glu Leu Val 
1 5 



37 



<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

,<223> PDZ motif 

<400> 179 
His Lys Thr Glu Leu Val 
1 5 

<210> 180 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 180 
Pro His Lys Thr Glu Leu Val 
1 5 

<210> 181 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 181 
Thr Pro His Lys Thr Glu Leu Val 
1 5 

<210> 182 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 182 
Ser Ala Gin Val 
1 

<210> 183 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 



<400> 183 
Ser Ser Ala Gin Val 
1 5 



<210> 184 
<211> 6 
<212> PRT 

<213> Artificial Sequence 



<220> 

<22 3> PDZ motif 



<400> 184 
Ser Ser Ser Ala Gin Val 
1 5 



<210> 185 

<211> 7 

<212> PRT 

<213> Artificial Sequence 



<220> 

<22 3> PDZ motif 



<400> 185 
lie Ser Ser Ser Ala Gin Val 
1 5 



<210> 186 
<211> 8 
<212> PRT 

<213> Artificial Sequence 



<220> 

<22 3> PDZ motif 



<400> 186 
Ser lie Ser Ser Ser Ala Gin Val 
1 5 



<210> 187 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 187 
Ser Ser Val Val 
1 



<210> 188 
<211> 5 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 188 
Ser Ser Ser Val Val 
1 5 



<210> 189 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 189 
Ser Ser Ser Ser Val Val 
1 5 

<210> 190 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 190 
Thr Ser Ser Ser Ser Val Val 
1 5 

<210> 191 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 191 
Met Thr Ser Ser Ser Ser Val Val 
1 5 

<210> 192 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<2 23> PDZ motif 

<400> 192 
Tyr Ala Glu Val 
1 

<210> 193 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 



<400> 193 
Arg Tyr Ala Glu Val 
1 5 



<210> 194 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 194 
Pro Arg Tyr Ala Glu Val 
1 5 

<210> 195 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 195 
Ser Pro Arg Tyr Ala Glu Val 
1 5 

<210> 196 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 196 
Gly Ser Pro Arg Tyr Ala Glu Val 
1 5 

<210> 197 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 197 
Lys Ser Lys Val 
1 

<210> 198 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 



<400> 198 
Gin Lys Ser Lys Val 
1 5 



<210> 199 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 199 
Ala Gin Lys Ser Lys Val 



<210> 200 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 200 
Glu Ala Gin Lys Ser Lys Val 
1 5 

<210> 201 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 201 
Val Glu Ala Gin Lys Ser Lys Val 
1 5 

<210> 202 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 202 
Phe Thr Asp Val 

- 1 

<210> 203 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 203 
lie Phe Thr Asp Val 
1 5 



42 



<210> 204 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 204 
Lys lie Phe Thr Asp Val 
1 5 

<210> 205 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 205 * 
Lys Lys lie Phe Thr Asp Val 
1 5 

<210> 206 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 206 
lie Lys Lys lie Phe Thr Asp Val 
1 5 

<210> 207 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 207 
Ser Thr Asp Leu 
1 

<210> 208 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 



<400> 208 
Leu Ser Thr Asp Leu 
1 5 



<210> 209 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 209 
Ser Leu Ser Thr Asp Leu 
1 5 

<210> 210 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 210 
Asp Ser Leu Ser Thr Asp Leu 
1 5 

<210> 211 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 211 
Pro Asp Ser Leu Ser Thr Asp Leu 
1 5 

<210> 212 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV66 carboxy terminus 

<400> 212 
Glu Ser Thr Val 
1 

<210> 213 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 



<400> 213 
Lys Glu Phe Tyr Ala 
1 5 



<210> 214 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 214 
Thr Lys Glu Phe Tyr Ala 
1 5 

<210> 215 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 215 
Pro Thr Lys Glu Phe Tyr Ala 
1 5 

<210> 216 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 216 
Ala Pro Thr Lys Glu Phe Tyr Ala 
1 5 

<210> 217 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 217 
Leu Thr Thr Phe 
1 

<210> 218 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 218 
Ser Leu Thr Thr Phe 
1 5 



45 



<211> 6 
<212> PRT 

<213> Artificial Sequence 



<220> 
<223> PDZ 

<400> 219 
Thr Ser Leu Thr 
1 

<210> 220 
<211> 7 
<212> PRT 
<213> Arti 

<220> 
<223> PDZ 

<400> 220 

Ala Thr Ser Leu 
1 

<210> 221 

<211> 8 

<212> PRT 

<213> Arti 

<220> 
<223> PDZ 

<400> 221 
Asn Ala Thr Ser 
1 

<210> 222 
<211> 7 
<212> PRT 
<213> Arti 

<220> 
<223> PDZ 

<400> 222 
Cys Ser Thr Ser 
1 

<210> 223 
<211> 4 
<212> PRT 
<213> Arti 

<220> 
<223> PDZ 



motif 

Thr Phe 
5 

ficial Sequence 
motif 

Thr Thr Phe 
5 

ficial Sequence 
motif 

Leu Thr Thr Phe 
5 

ficial Sequence 
motif 

Ser Met Ala 
5 

ficial Sequence 
motif 



<400> 223 
Glu Ser Asp Val 
1 



<211> 
<212> 
<213> 



5 

PRT 

Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 224 
lie Glu Ser Asp Val 
1 5 



<210> 225 
<211> 6 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 225 

Ser lie Glu Ser Asp Val 
1 5 

<210> 226 

<211> 7 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 226 
Pro Ser lie Glu Ser Asp Val 
1 5 



<210> 227 
<211> 8 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 227 
Met Pro Ser lie Glu Ser Asp Val 
1 5 



<210> 228 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ motif 



<400> 228 
Glu Tyr Tyr Val 
1 



<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Lys Glu Tyr 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Asp Lys Glu 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Lys Asp Lys 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Asn Lys Asp 
1 

<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 
Glu Tyr Phe 
1 



229 
5 

PRT 

Artificial Sequence 



PDZ motif 
229 

Tyr Val 
5 

230 
6 

PRT 

Artificial Sequence 



PDZ motif 
230 

Tyr Tyr Val 
5 

231 
7 

PRT 

Artificial Sequence 



PDZ motif 
231 

Glu Tyr Tyr Val 
5 

232 
8 

PRT 

Artificial Sequence 



PDZ motif 
232 

Lys Glu Tyr Tyr Val 
5 

233 
4 

PRT 

Artificial Sequence 



PDZ motif 

233 
lie 



<210> 234 

<211> 5 

<212> PRT 

<213> Art 

<220> 

<223> PDZ 

<400> 234 

Lys Glu Tyr Phe 
1 

<210> 235 

<211> 6 

<212> PRT 

<213> Art 

<220> 

<223> PDZ 

<400> 235 

Arg Lys Glu Tyr 
1 

<210> 236 

<211> 7 

<212> PRT 

<213> Art 

<220> 

<223> PDZ 

<400> 236 

Ser Arg Lys Glu 
1 

<210> 237 

<211> 8 

<212> PRT 

<213> Art 

<220> 

<223> PDZ 

<400> 237 

Ser Ser Arg Lys 
1 

<210> 238 

<211> 4 

<212> PRT 

<213> Art 

<220> 

<223> PDZ 

<400> 238 

Lys Thr lie Ala 



ificial Sequence 

motif 

He 
5 

ificial Sequence 

motif 

Phe He 
5 

ificial Sequence 
motif 

Tyr Phe He 
5 

ificial Sequence 
motif 

Glu Tyr Phe He 
5 

ificial Sequence 
motif 



49 




<210> 239 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 239 
Gly Lys Thr lie Ala 



<210> 240 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 240 
Phe Gly Lys Thr lie Ala 



<210> 241 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 241 
Thr Phe Gly Lys Thr lie Ala 



<210> 242 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 242 
Thr Thr Phe Gly Lys Thr lie Ala 



<210> 243 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Tat-CLASPl carboxyl terminus fusion peptide 
<400> 243 

Gly Tyr Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg Gly Ser lie Ser 

15 10 15 

Ser Ser Ala Glu Val 
20 
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<210> 244 

<211> 4 

<212> PRT 

<213> Art 

<220> 
<223> PDZ 

<400> 244 

Val Ser Phe Val 
1 

<210> 245 

<211> 5 

<212> PRT 

<213> Art 

<220> 
<223> PDZ 

<400> 245 

Leu Val Ser Phe 
1 

<210> 246 

<211> 6 

<212> PRT 

<213> Art 

<220> 
<223> PDZ 

<400> 246 
Ser Leu Val Ser 
1 

<210> 247 
<211> 7 
<212> PRT 
<213> Art 

<220> 
<223> PDZ 

<400> 247 
Gin Ser Leu Val 
1 

<210> 248 
<211> 8 
<212> PRT 
<213> Art 

<220> 
<223> PDZ 

<400> 248 
Gly Gin Ser Leu 
1 



ificial Sequence 
motif 

ificial Sequence 

motif 

Val 
5 

ificial Sequence 

motif 

Phe Val 
5 

ificial Sequence 
motif 

Ser Phe Val 
5 

ificial Sequence 
motif 

Val Ser Phe Val 
5 



<210> 249 

<211> 4 

<212> PRT 

<213> Arti 

<220> 
<223> PDZ 

<400> 249 

Thr Thr Arg Val 
1 

<210> 250 

<211> 4 

<212> PRT 

<213> Arti 

<220> 
<223> PDZ 

<400> 250 
Glu Thr Glu Val 
1 

<210> 251 
<211> 4 
<212> PRT 
<213> Arti 

<220> 
<223> PDZ 

<400> 251 

Ala Gin Arg Leu 
1 

<210> 252 

<211> 4 

<212> PRT 

<213> Arti 

<220> 
<223> PDZ 

<400> 252 
His Asp Ala Leu 
1 

<210> 253 
<211> 4 
<212> PRT 
<213> Arti 

<220> 
<223> PDZ 

<400> 253 
lie Thr Arg Leu 



ficial Sequence 
ligand 

ficial Sequence 
ligand 

ficial Sequence 
ligand 

ficial Sequence 
ligand 

ficial Sequence 
motif 



<210> 254 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 254 
Asp lie Thr Arg Leu 



<210> 255 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 255 
Arg Asp lie Thr Arg Leu 



<210> 256 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 256 
Gly Arg Asp lie Thr Arg Leu 



<210> 257 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 257 
Gin Gly Arg Asp lie Thr Arg Leu 



<210> 258 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 258 
Ser Thr Thr Leu 
1 



53 



<210> 259 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 259 
Thr Ser Thr Thr Leu 
1 5 

<210> 260 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ motif 

<400> 260 
His Thr Ser Thr Thr Leu 
1 5 

<210> 261 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 261 
Gly His Thr Ser Thr Thr Leu 
1 5 

<210> 262 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PDZ motif 

<400> 262 
Ser Gly His Thr Ser Thr Thr Leu 
1 5 

<210> 263 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ ligand 

<400> 263 
Ser Ala Gly Phe 
1 



54 



<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ ligand 



<400> 264 
Ser lie Val Phe 
1 



<210> 265 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ ligand 



<400> 265 
Leu Gly Ser Phe 
1 



<210> 266 

<211> 4 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ ligand 



<400> 266 
Asp His Trp Cys 
1 



<210> 267 
<211> 90 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> CASK PDZ domain 1 



<400> 267 
Thr Arg Val Arg 
1 

Gly lie Thr Leu 
20 

lie Met His Gly 
35 

Asp Glu lie Arg 
50 

Glu Gin Leu Gin 
65 

Lys lie Val Pro 



Leu Val Gin Phe 
5 

Lys Met Asn Glu 

Gly Met lie His 
40 

Glu lie Asn Gly 
55 

Lys Met Leu Arg 
70 

Ser Tyr Arg Thr 
85 



Gin Lys Asn Thr 
10 

Leu Asn His Cys 
25 

Arg Gin Gly Thr 

lie Ser Val Ala 
60 

Glu Met Arg Gly 
75 

Gin Ser 
90 



Asp Glu Pro Met 
15 

He Val Ala Arg 
30 

Leu His Val Gly 
45 

Asn Gin Thr Val 

Ser He Thr Phe 
80 



55 



<210> 268 

<211> 86 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> MPP1 PDZ domain 1 



<400> 268 
Arg Ly s Va 1 Arg 
1 

Gly lie Thr Leu 
20 

lie Leu His Gly 
35 

Asp Glu lie Leu 
50 

Asp Gin Leu Gin 
65 

Lys Val lie Pro 



Leu lie Gin Phe 
5 

Lys Leu Asn Glu 

Gly Met lie His 
40 

Glu lie Asn Gly 
55 

Lys Ala Met Lys 
70 

Asn Gin 
85 



Glu Lys Val Thr 
10 

Lys Gin Ser Cys 
25 

Arg Gin Gly Ser 

Thr Asn Val Thr 
60 

Glu Thr Lys Gly 
75 



Glu Glu Pro Met 
15 

Thr Val Ala Arg 
30 

Leu His Val Gly 
45 

Asn His Ser Val 

Met lie Ser Leu 
80 



<210> 269 

<211> 95 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> LIMK1 PDZ domain 1 



<400> 269 
Val Thr Leu Val Ser 

1 5 
Ser Val Ser lie Asp 
20 

His Ser His Thr Val 
35 

Pro Asp Val Lys Asn 
50 

Asn Gly Thr Pro lie 
65 

lie Gin Glu Thr Ser 
85 



lie Pro Ala Ser Ser His 
10 

Pro Pro His Gly Pro Pro 
25 

Arg Val Gin Gly Val Asp 
40 

Ser lie His Val Gly Asp 
55 

Arg Asn Val Pro Leu Asp 
70 75 
Arg Leu Leu Gin Leu Thr 
90 



Gly Lys Arg Gly Leu 
15 

Gly Cys Gly Thr Glu 
30 

Pro Gly Cys Met Ser 
45 

Arg lie Leu Glu lie 
60 

Glu lie Asp Leu Leu 
80 

Leu Glu His Asp 
95 



<210> 270 

<211> 91 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> KIAA 0303 PDZ domain 1 



<400> 270 
Pro His Gin Pro 
1 

Thr lie Arg Ala 
20 

Val His His lie 
35 

Ala Gly Leu Lys 
50 



lie Val lie His 
5 

lie Arg Val Tyr 

Val Trp Asn Val 
40 

Ala Gly Asp Leu 
55 



Ser Ser Gly Lys 
10 

Val Gly Asp Ser 
25 

Glu Glu Gly Ser 

lie Thr His lie 
60 



Asn Tyr Gly Phe 
15 

Asp lie Tyr Thr 
30 

Pro Ala Cys Gin 
45 

Asn Gly Glu Pro 



56 



Val His Gly Leu Val His Thr Glu Val lie Glu Leu Leu Leu Lys Ser 
65 70 75 80 

Gly Asn Lys Val Ser lie Thr Thr Thr Pro Phe 
85 90 



<210> 271 
<211> 89 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> KIAA 0807 PDZ domain 1 





<400> 


271 


























Pro 


lie 


He 


He 


His 


Arg 


Ala 


Gly 


Lys 


Lys 


Tyr 


Gly 


Phe 


Thr 


Leu 


Arg 


1 








5 










10 










15 




Ala 


He 


Arg 


Val 


Tyr 


Met 


Gly 


Asp 


Ser 


Asp 


Val 


Tyr 


Thr 


Val 


His 


His 








20 










25 










30 






Met 


Val 


Trp 


His 


Val 


Glu 


Asp 


Gly 


Gly 


Pro 


Ala 


Ser 


Glu 


Ala 


Gly 


Leu 






35 










40 










45 








Arg 


Gin 


Gly 


Asp 


Leu 


He 


Thr 


His 


Val 


Asn 


Gly 


Glu 


Pro 


Val 


His 


Gly 




50 










55 










60 










Leu 


Val 


His 


Thr 


Glu 


Val 


Val 


Glu 


Leu 


He 


Leu 


Lys 


Ser 


Gly 


Asn 


Lys 


65 










70 










75 










80 


Val 


Ala 


He 


Ser 


Thr 


Thr 


Pro 


Leu 


Glu 

















85 



<210> 272 
<211> 203 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> DLG1 PDZ domain 1 



Val 


Asn 


Gly 


Thr 


Asp 


Ala 


Asp 


Tyr 


Glu 


Tyr 


Glu 


Glu 


He 


Thr 


Leu 


Glu 


1 








5 










10 










15 




Arg 


Gly 


Asn 


Ser 


Gly 


Leu 


Gly 


Phe 


Ser 


He 


Ala 


Gly 


Gly 


Thr 


Asp 


Asn 








20 










25 










30 






Pro 


His 


He 


Gly 


Asp 


Asp 


Ser 


Ser 


He 


Phe 


He 


Thr 


Lys 


He 


He 


Thr 






35 










40 










45 








Gly 


Gly 


Ala 


Ala 


Ala 


Gin 


Asp 


Gly 


Arg 


Leu 


Arg 


Val 


Asn 


Asp 


Cys 


He 




50 










55 










60 










Leu 


Gin 


Val 


Asn 


Glu 


Val 


Asp 


Val 


Arg 


Asp 


Val 


Thr 


His 


Ser 


Lys 


Ala 


65 










70 










75 










80 


Val 


Glu 


Ala 


Leu 


Lys 


Glu 


Ala 


Gly 


Ser 


He 


Val 


Arg 


Leu 


Tyr 


Val 


Lys 










85 










90 










95 




Arg 


Arg 


Lys 


Pro 


Val 


Ser 


Glu 


Lys 


He 


Met 


Glu 


He 


Lys 


Leu 


He 


Lys 








100 










105 










110 






Gly 


Pro 


Lys 


Gly 


Leu 


Gly 


Phe 


Ser 


He 


Ala 


Gly 


Gly 


Val 


Gly Asn 


Gin 






115 










120 










125 








His 


He 


Pro 


Gly 


Asp 


Asn 


Ser 


He 


Tyr 


Val 


Thr 


Lys 


He 


He 


Glu 


Gly 




130 










135 










140 










Gly Ala 


Ala 


His 


Lys 


Asp 


Gly 


Lys 


Leu 


Gin 


He 


Gly 


Asp 


Lys 


Leu 


Leu 


145 










150 










155 










160 


Ala 


Val 


Asn 


Asn 


Val 


Cys 


Leu 


Glu 


Glu 


Val 


Thr 


His 


Glu 


Glu 


Ala 


Val 










165 










170 










175 




Thr 


Ala 


Leu 


Lys 


Asn 


Thr 


Ser 


Asp 


Phe 


Val 


Tyr 


Leu 


Lys 


Val 


Ala 


Lys 



180 185 190 
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Pro Thr Ser Met Tyr Met Asn Asp Gly Tyr Ala 
195 200 

<210> 273 
<211> 338 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PSD95 PDZ domains 1-3 
<400> 273 

Glu Gly Glu Met Glu Tyr Glu Glu lie Thr Leu Glu Arg Gly Asn Ser 

15 10 15 

Gly Leu Gly Phe Ser lie Ala Gly Gly Thr Asp Asn Pro His lie Gly 

20 25 30 

Asp Asp Pro Ser lie Phe lie Thr Lys lie lie Pro Gly Gly Ala Ala 

35 40 45 

Ala Gin Asp Gly Arg Leu Arg Val Asn Asp Ser lie Leu Phe Val Asn 

50 55 60 

Glu Val Asp Val Arg Glu Val Thr His Ser. Ala Ala Val Glu Ala Leu 
65 70 75 80 

Lys Glu Ala Gly Ser lie Val Arg Leu Tyr Val Met Arg Arg Lys Pro 

85 90 95 

Pro Ala Glu Lys Val Met Glu lie Lys Leu lie Lys Gly Pro Lys Gly 

100 105 110 

Leu Gly Phe Ser lie Ala Gly Gly Val Gly Asn Gin His lie Pro Gly 

115 120 125 

Asp Asn Ser lie Tyr Val Thr Lys lie lie Glu Gly Gly Ala Ala His 

130 135 140 

Lys Asp Gly Arg Leu Gin lie Gly Asp Lys lie Leu Ala Val Asn Ser 
145 150 155 160 

Val Gly Leu Glu Asp Val Met His Glu Asp Ala Val Ala Ala Leu Lys 

165 170 175 

Asn Thr Tyr Asp Val Val Tyr Leu Lys Val Ala Lys Pro Ser Asn Ala 

180 185 190 

Tyr Leu Ser Asp Ser Tyr Ala Pro Pro Asp lie Thr Thr Ser Tyr Ser 

195 200 205 

Gin His Leu Asp Asn Glu lie Ser His Ser Ser Tyr Leu Gly Thr Asp 

210 215 220 

Tyr Pro Thr Ala Met Thr Pro Thr Ser Pro Arg Arg Tyr Ser Pro Val 
225 230 235 240 

Ala Lys Asp Leu Leu Gly Glu Glu Asp lie Pro Arg Glu Pro Arg Arg 

245 250 255 

lie Val lie His Arg Gly Ser Thr Gly Leu Gly Phe Asn lie Val Gly 

260 265, 270 

Gly Glu Asp Gly Glu Gly lie Phe lie Ser Phe lie Leu Ala Gly Gly 

275 280 285 

Pro Ala Asp Leu Ser Gly Glu Leu Arg Lys Gly Asp Gin lie Leu Ser 

290 295 300 

Val Asn Gly Val Asp Leu Arg Asn Ala Ser His Glu Gin Ala Ala lie 
305 310 315 320 

Ala Leu Lys Asn Ala Gly Gin Thr Val Thr lie lie Ala Gin Tyr Lys 
325 330 335 

Pro Glu 



<210> 274 

<211> 186 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<2 23> NeDLG PDZ domains 1-2 



<400> 274 



Tyr 


Glu 


Glu 


He 


Val 


Leu 


Glu 


Arg 


Gly 


Asn 


Ser 


Gly 


Leu 


Gly 


Phe 


Ser 


1 








5 










10 










15 




lie 


Ala 


Gly 


Gly 


He 


Asp 


Asn 


Pro 


His 


Val 


Pro 


Asp 


Asp 


Pro 


Gly 


He 








20 










25 










30 






Phe 


He 


Thr 


Lys 


He 


He 


Pro 


Gly 


Gly 


Ala 


Ala 


Ala 


Met 


Asp 


Gly 


Arg 






35 










40 










45 








Leu 


Gly 


Val 


Asn 


Asp 


Cys 


Val 


Leu 


Arg 


Val 


Asn 


Glu 


Val 


Glu 


Val 


Ser 




50 










55 










60 










Glu 


Val 


Val 


His 


Ser 


Arg 


Ala 


Val 


Glu 


Ala 


Leu 


Lys 


Glu 


Ala 


Gly 


Pro 


65 










70 










75 










80 


Val 


Val 


Arg 


Leu 


Val 


Val 


Arg 


Arg 


Arg 


Gin 


Pro 


Pro 


Pro 


Glu 


Thr 


He 










85 










90 










95 




Met 


Glu 


Val 


Asn 


Leu 


Leu 


Lys 


Gly 


Pro 


Lys 


Gly 


Leu 


Gly 


Phe 


Ser 


He 








100 










105 










110 






Ala 


Gly 


Gly 


He 


Gly 


Asn 


Gin 


His 


He 


Pro 


Gly 


Asp 


Asn 


Ser 


He 


Tyr 






115 










120 










125 








lie 


Thr 


Lys 


He 


He 


Glu 


Gly 


Gly Ala 


Ala 


Gin 


Lys 


Asp 


Gly 


Arg 


Leu 




130 










135 










140 










Gin 


He 


Gly 


Asp 


Arg 


Leu 


Leu 


Ala 


Val 


Asn 


Asn 


Thr 


Asn 


Leu 


Gin 


Asp 


145 










150 










155 










160 


Val 


Arg 


His 


Glu 


Glu 


Ala 


Val 


Ala 


Ser 


Leu 


Lys 


Asn 


Thr 


Ser 


Asp 


Met 










165 










170 










175 




Val 


Tyr 


Leu 


Lys 


Val 


Ala 


Lys 


Pro 


Gly 


Ser 




















180 










185 


















<210> 


275 




























<211> 


94 




























<212> 


PRT 




























<213> 


Artificial Sequence 




















<220> 






























<223> 


SNTal PDZ domain 1 




















<400> 


275 


























Gin 


Arg 


Arg 


Arg 


Val 


Thr 


Val 


Arg 


Lys 


Ala 


Asp 


Ala 


Gly 


Gly 


Leu 


Gly 


1 








5 










10 










15 




He 


Ser 


He 


Lys 


Gly 


Gly 


Arg 


Glu 


Asn 


Lys 


Met 


Pro 


He 


Leu 


He 


Ser 








20 










25 










30 






Lys 


He 


Phe 


Lys 


Gly 


Leu 


Ala 


Ala 


Asp 


Gin 


Thr 


Glu 


Ala 


Leu 


Phe 


Val 






35 










40 










45 








Gly 


Asp 


Ala 


He 


Leu 


Ser 


Val 


Asn 


Gly 


Glu 


Asp 


Leu 


Ser 


Ser 


Ala 


Thr 




50 










55 










60 










His 


Asp 


Glu 


Ala 


Val 


Gin 


Val 


Leu 


Lys 


Lys 


Thr 


Gly 


Lys 


Glu 


Val 


Val 


65 










70 










75 










80 


Leu 


Glu 


Val 


Lys 


Tyr 


Met 


Lys 


Asp 


Val 


Ser 


Pro 


Tyr 


Phe 


Lys 







85 90 



<210> 276 

<211> 72 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> TAX- IP 43 PDZ domain 1 



59 



<400> 276 



Gin 


LVS 


Arci 


Gly 


Val 


Lys 


Val 


Leu 


Lys Gin Glu 


Leu 


Gly 


Gly 


Leu 


Gly 


1 








5 








10 








15 




He 


Ser 


He 


Lys 


Gly 


Gly 


Lys 


Glu 


Asn Lys Met 


Pro 


He 


Leu 


He 


Ser 








20 










25 






30 






Lys 


He 


Phe 


Lys 


Gly 


Leu 


Ala 


Ala 


Asp Gin Thr 


Gin 


Ala 


Leu 


Tyr 


Val 






35 










40 






45 








Gly 


Asp 


Ala 


He 


Leu 


Ser 


Val 


Asn 


Gly Ala Asp 


Leu 


Arg 


Asp 


Ala 


Thr 




50 










55 






60 










His 


Asp 


Glu 


Ala 


Val 


Gin 


Ala 


Leu 















65 70 

<210> 277 

<211> 43 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> LDP PDZ domain 1 





<400> 


277 
























Arg 


Gly Met 


Thr 


Thr 


Gin 


Gin 


He 


Asp 


Leu 


Gin 


Gly 


Pro Gly 


Pro 


Trp 


1 






5 










10 








15 




Gly 


Phe Arg 


Leu 


Val 


Gly 


Arg 


Lys 


Asp 


Phe 


Glu 


Gin 


Pro Leu 


Ala 


He 






20 










25 








30 






Ser 


Arg Val 


Thr 


Pro 


Gly 


Ser 


Lys 


Ala 


Ala 


Leu 











35 40 



<210> 278 
<211> 84 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> LIM PDZ domain 1 





<400> 


278 
























Ser 


Asn 


Tyr 


Ser 


Val 


Ser 


Leu 


Val 


Gly 


Pro 


Ala 


Pro 


Trp 


Gly Phe 


Arg 


1 








5 










10 








15 




Leu 


Gin 


Gly Gly 


Lys 


Asp 


Phe 


Asn 


Met 


Pro 


Leu 


Thr 


He 


Ser Ser 


Leu 








20 










25 










30 




Lys 


Asp 


Gly 


Gly 


Lys 


Ala 


Ala 


Gin 


Ala 


Asn 


Val 


Arg 


He 


Gly Asp 


Val 






35 










40 










45 






Val 


Leu 


Ser 


He 


Asp 


Gly 


He 


Asn 


Ala 


Gin 


Gly 


Met 


Thr 


His Leu 


Glu 




50 










55 










60 








Ala 


Gin 


Asn 


Lys 


He 


Lys 


Gly 


Cys 


Thr 


Gly 


Ser 


Leu 


Asn 


Met Thr 


Leu 


65 










70 










75 








80 


Gin 


Arg 


Ala 


Ser 

























<210> 279 
<211> 178 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MINT1 PDZ domains 1-2 
<400> 279 

Ser Glu Asn Cys Lys Asp Val Phe He Glu Lys Gin Lys Gly Glu He 
15 10 15 



60 



Leu 


Glv 


Val 


Val 
20 


He 


Val 


Glu 


Ser 


Glv 
25 


Tro 


Glv 


Ser 


He 


Leu 
30 


Pro 


Thr 


Val 


He 


He 
35 


Ala 


Asn 


Met 


Met 


His 
40 


Gly 


Gly 


Pro 


Ala 


Glu 
45 


Lys 


Ser 


Gly 


Lys 


Leu 
50 


Asn 


He 


Gly 


Asp 


Gin 
55 


He 


Met 


Ser 


He 


Asn 
60 


Gly 


Thr 


Ser 


Leu 


Val 


Gly 


Leu 


Pro 


Leu 


Ser 


Thr 


Cys 


Gin 


Ser 


He 


He 


Lys 


Gly 


Leu 


Glu 


65 










70 










75 










80 


Asn 


Gin 


Ser 


Arg 


Val 
85 


Lys 


Leu 


Asn 


He 


Val 
90 


Arg 


Cys 


Pro 


Pro 


Val 
95 


Thr 


Thr 


Val 


Leu 


He 
100 


Arq 


Arg 


Pro 


Asp 


Leu 
105 


Arg 


Tvr 


Gin 


Leu 


Glv 
110 


Phe 


Ser 


Val 


Gin 


Asn 
115 


Gly 


He 


He 


Cys 


Ser 
12 0 


Leu 


Met 


Arg 


Gly 


Gly 
125 


He 


Ala 


Glu 


Arg 


Gly 
130 


Gly 


Val 


Arg 


Val 


Gly 
135 


His 


Arg 


He 


He 


Glu 
140 


He 


Asn 


Gly 


Gin 


Ser 


Val 


Val 


Ala 


Thr 


Pro 


His 


Glu 


Lys 


He 


Val 


His 


He 


Leu 


Ser 


Asn 


145 










150 










155 










160 


Ala 


Val 


Gly 


Glu 


He 
165 


His 


Met 


Lys 


Thr 


Met 
170 


Pro 


Ala 


Ala 


Met 


Tyr 
175 


Arg 



Leu Leu 



<210> 280 

<211> 187 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Xll beta PDZ domains 1-2 



<400> 280 



His 


Phe 


Ser 


Asn 


Ser 


Glu 


Asn 


Cys 


Lys 


Glu 


Leu 


Gin 


Leu 


Glu 


Lys 


His 


1 








5 










10 










15 




Lys 


Gly 


Glu 


He 
20 


Leu 


Gly 


Val 


Val 


Val 
25 


Val 


Glu 


Ser 


Gly 


Trp 
30 


Gly 


Ser 


He 


Leu 


Pro 
35 


Thr 


Val 


He 


Leu 


Ala 
40 


Asn 


Met 


Met 


Asn 


Gly 
45 


Cys 


Pro 


Ala 


Ala 


Arg 
50 


Ser 


Gly 


Lys 


Leu 


Ser 
55 


He 


Gly 


Asp 


Gin 


He 
60 


Met 


Ser 


He 


Asn 


Gly 


Thr 


Ser 


Leu 


Val 


Gly 


Leu 


Pro 


Leu 


Ala 


Thr 


Cys 


Gin 


Gly 


He 


He 


65 










70 










75 










80 


Lys 


Gly 


Leu 


Lys 


Asn 
85 


Gin 


Thr 


Gin 


Val 


Lys 
90 


Leu 


Asn 


He 


Val 


Ser 
95 


Cys 


Pro 


Pro 


Val 


Thr 
100 


Thr 


Val 


Leu 


He 


Lys 
105 


Arg 


Pro 


Asp 


Leu 


Lys 
110 


Tyr 


Gin 


Leu 


Gly 


Phe 
115 


Ser 


Val 


Gin 


Asn 


Gly 
120 


He 


He 


Cys 


Ser 


Leu 
125 


Met 


Arg 


Gly 


Gly 


He 
130 


Ala 


Glu 


Arg 


Gly 


Gly 
135 


Val 


Arg 


Val 


Gly 


His 
140 


Arg 


He 


He 


Glu 


He 


Asn 


Gly 


Gin 


Ser 


Val 


Val 


Ala 


Thr 


Ala 


His 


Glu 


Lys 


He 


Val 


Gin 


145 










150 










155 










160 


Ala 


Leu 


Ser 


Asn 


Ser 
165 


Val 


Gly 


Glu 


He 


His 
170 


Met 


Lys 


Thr 


Met 


Pro 
175 


Ala 


Ala 


Met 


Phe 


Arg 
180 


Leu 


Leu 


Thr 


Gly 


Gin 
185 


Glu 


Asn 













<210> 281 

<211> 80 

<212> PRT 

<213> Artificial Sequence 



61 



<220> 

<223> KIAA 0440 PDZ domain 1 



<400> 281 
Ser Ser Val Glu 
1 

Phe His Val Asn 
20 

Tyr Ala Trp Gin 
35 

Cys Lys Val Ala 
50 

Leu Arg Thr Ser 
65 



Met Thr Leu Arg 
5 

Tyr Glu Gly lie 

Ala Gly Leu Arg 
40 

Val Ala Thr Leu 
55 

Val Thr Val Lys 
70 



Arg Asn Gly Leu 
10 

Val Ala Asp Val 
25 

Gin Gly Ser Arg 

Ser His Glu Gin 
60 

Val Val lie lie 
75 



Gly Gin Leu Gly 
15 

Glu Pro Tyr Gly 
30 

Leu Val Glu lie 
45 

Met lie Asp Leu 

Pro Pro His Glu 
80 



<210> 282 
<211> 83 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> KIAA 0545 PDZ domain 1 





<400> 


282 










Ser 


Gly Trp 


Glu 


Thr 


Val 


Asp 


Met 


1 








5 








Gin 


Leu 


Gly 


Phe 


His 


Val 


Lys 


Tyr 








20 










Asp 


Tyr 


Gly 


Phe 


Ala 


Trp 


Gin 


Ala 






35 










40 


Val 


Glu 


He 


Cys 


Lys 


Val 


Ala 


Val 




50 










55 




He 


Asp 


Leu 


Leu 


Arg 


Thr 


Ser 


Val 


65 










70 






Pro 


Phe 


Glu 













Thr Leu Arg Arg Asn Gly Leu Gly 

10 15 
Asp Gly Thr Val Ala Glu Val Glu 
25 30 
Gly Leu Arg Gin Gly Ser Arg Leu 
45 

Val Thr Leu Thr His Asp Gin Met 
60 

Thr Val Lys Val Val He He Pro 
75 80 



<210> 283 
<211> 86 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> TAX-IP2 PDZ domain 1 
<400> 283 



Arg 


Lys 


Glu 


Val 


Glu 


Val 


Phe 


Lys 


Ser 


Glu 


Asp 


Ala 


Leu Gly 


Leu 


Thr 


1 








5 










10 








15 




He 


Thr 


Asp 


Asn 


Gly 


Ala 


Gly 


Tyr 


Ala 


Phe 


He 


Lys 


Arg He 


Lys 


Glu 








20 










25 








30 






Gly 


Ser 


Val 


He 


Asp 


His 


He 


His 


Leu 


He 


Ser 


Val 


Gly Asp 


Met 


He 






35 










40 










45 






Glu 


Ala 


He 


Asn 


Gly 


Gin 


Ser 


Leu 


Leu 


Gly 


Cys 


Arg 


His Tyr 


Glu 


Val 




50 










55 










60 








Ala 


Arg 


Leu 


Leu 


Lys 


Glu 


Leu 


Pro 


Arg 


Gly 


Arg 


Thr 


Phe Thr 


Leu 


Lys 


65 










70 










75 








80 


Leu 


Thr 


Glu 


Pro 


Arg 


Lys 





















85 



<210> 284 

<211> 93 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> TAX-IP 2-like PDZ domain 1 

<400> 284 



lie 


Arg Gly 


Glu 


Thr 


Lys Glu 


Val 


Glu 


Val 


Thr 


Lys 


Thr 


Glu 


Asp 


Ala 


1 






5 








10 










15 




Leu. 




Thr 


He 


Thr Asp 


Asn 


Glv 


Ala 


Glv 


Tvr 


Ala 


Phe 


He 


Lys 






20 








25 










30 






Arg 


He Lys 


Glu 


Gly 


Ser He 


He 


Asn 


Arg 


He 


Glu 


Ala 


Val 


Cys 


Val 












40 










4 5 








Gly 


Asp Ser 


He 


Glu 


Ala He 


Asn 


Asp 


His 


Ser 


He 


Val 


Gly 


Cys 


Arg 




50 






55 










60 










His 


Tyr Glu 


Val 


Ala 


Lys Met 


Leu 


Arg 


Glu 


Leu 


Pro 


Lys 


Ser 


Gin 


Pro 


65 








70 








75 










80 


Phe 


Thr Leu 


Arg 


Leu 


Val Gin 


Pro 


Lys 


Arg 


Ala 


Phe 


Glu 














85 








90 
















<210> 


285 


























<211> 


91 


























<212> 


PRT 


























<213> 


Artificial Sequence 




















<220> 




























<223 > 


TAX- 


■IP 33 PDZ domain 1 


















<400> 


285 
























His 


Ser His 


Pro 


Arg 


Val Val 


Glu 


Leu 


Pro 


Lys 


Thr 


Asp 


Glu 


Gly 


Leu 


1 






5 








10 










15 




Gly 


pVi^ Asn 


Val 


Met 


Gly Gly 


Lys 


Glu 


Gin 


Asn 


Ser 


Pro 


He 


Tvr 


He 






20 








25 










30 






Ser 


Arg He 


He 


Pro 


Gly Gly 


Val 


Ala 


Glu 


Arg 


His 


Gly 


Gly 


Leu 


Lys 












40 










4 5 








Arg 


Gly Asp 


Gin 


Leu 


Leu Ser 


Val 


Asn 


Gly 


Val 


Ser 


Val 


Glu 


Gly 


Glu 




50 






55 










60 










His 


His Glu 


Lys 


Ala 


Val Glu 


Leu 


Leu 


Lys 


Ala 


Ala 


Lys 


Asp 


Ser 


Val 


65 








70 








75 










80 


Lys 


Leu Val 


Val 


Arg 


Tyr Thr 


Pro 


Lys 


Val 


Leu 


















85 








90 
















<210> 


286 


























<211> 


89 


























<212> 


PRT 


























<213> 


Artificial Sequence 




















<220> 




























<223> 


MPP2 


! PDZ domain 


1 




















<400> 


286 
























Pro 


Val Pro 


Pro 


Asp 


Ala Val 


Arg 


Met 


Val 


Gly 


He 


Arg 


Lys 


Thr 


Ala 


1 






5 








10 










15 




Gly 


Glu His 


Leu 


Gly 


Val Thr 


Phe 


Arg 


Val 


Glu 


Gly 


Gly 


Glu 


Leu 


Val 






20 








25 










30 






He 


Ala Arg 


He 


Leu 


His Gly 


Gly 


Met 


Val 


Ala 


Gin 


Gin 


Gly 


Leu 


Leu 




35 








40 










45 








His 


Val Gly 


Asp 


He 


He Lys 


Glu 


Val 


Asn 


Gly 


Gin 


Pro 


Val 


Gly 


Ser 




50 






55 










60 











Asp Pro Arg Ala Leu Gin Glu Leu Leu Arg Asn Ala Ser Gly Ser Val 
65 70 75 80 

lie Leu Lys lie Leu Pro Asn Tyr Gin 
85 



<210> 287 

<211> 42 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MINT3 PDZ domain 1 



<400> 287 
Pro Val Thr Thr Ala lie lie His 

1 5 
Gly Phe Cys Val Glu Asp Gly lie 
20 

Gly Trp Gly Gly Arg Ala Ala Leu 
35 40 



Arg Pro His Ala Arg Glu Gin Leu 

10 15 
Val Arg Pro Arg Pro Leu Ala Pro 
25 30 
Ser Thr 



<210> 288 

<211> 103 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> TIP-1 PDZ domain 1 





<400> 


288 


























Gin 


Arg 


Val 


Glu 


He 


His 


Lys 


Leu 


Arg 


Gin 


Gly 


Glu 


Asn 


Leu 


He 


Leu 


1 








5 










10 










15 




Gly 


Phe 


Ser 


He 


Gly 


Gly 


Gly 


He 


Asp 


Gin 


Asp 


Pro 


Ser 


Gin 


Asn 


Pro 








20 










25 










30 






Phe 


Ser 


Glu 


Asp 


Lys 


Thr 


Asp 


Lys 


Gly 


He 


Tyr 


Val 


Thr 


Arg 


Val 


Ser 






35 










40 










45 








Glu 


Gly 


Gly 


Pro 


Ala 


Glu 


He 


Ala 


Gly 


Leu 


Gin 


He 


Gly Asp 


Lys 


He 




50 










55 










60 










Met 


Gin 


Val 


Asn 


Gly 


Trp 


Asp 


Met 


Thr 


Met 


Val 


Thr 


His 


Asp 


Gin 


Ala 


65 










70 










75 










80 


Arg 


Lys 


Arg 


Leu 


Thr 


Lys 


Arg 


Ser 


Glu 


Glu 


Val 


Val 


Arg 


Leu 


Leu 


Val 










85 










90 










95 




Thr 


Arg 


Gin 


Ser 


Leu 


Gin 


Lys 





















100 



<210> 289 

<211> 89 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> PTN-4 PDZ domain 1 



<400> 289 
Leu He Arg Met Lys Pro Asp Glu 

1 5 
Lys Gly Gly Tyr Asp Gin Lys Met 
20 

Pro Gly Thr Pro Ala Asp Leu Cys 
35 40 



Asn Gly Arg Phe Gly Phe Asn Val 

10 15 
Pro Val He Val Ser Arg Val Ala 
25 30 
Val Pro Arg Leu Asn Glu Gly Asp 
45 



64 



Gin 


Val Val 


Leu 


He 


Asn 


Gly Arg 


Asp 


He 


Ala 


Glu 


His 


Thr 


His 


Asp 




50 








55 










60 










Gin 


Val Val 


Leu 


Phe 


lie 


Lys 


Ala 


Ser 


Cys 


Glu 


Arg 


His 


Ser 


Gly 


Glu 


65 








70 










75 










80 


Leu 


Met Leu 


Leu 


Val 


Arg 


Pro 


Asn 


Ala 






















85 


























<210> 


290 




























<211> 


214 




























<212> 


PRT 




























<213> 


Artificial Sequence 




















<220> 






























<223> 


prIL16 PDZ domain 1 




















<400> 


290 


























He 


His *Val 


Thr 


He 


Leu 


His 


Lys 


Glu 


Glu 


Gly Ala 


Gly 


Leu 


Gly 


Phe 


1 






5 










10 










15 




Ser 


Leu Ala 


Gly 


Gly 


Ala 


Asp 


Leu 


Glu 


Asn 


LVS 


Val 


He 


Thr 


Val 


His 






20 










25 










30 






Arg 


Val Phe 


Pro 


Asn 


Gly 


Leu 


Ala 


Ser 


Gin 


Glu 


Gly 


Thr 


He 


Gin 


Lys 




35 










40 










45 








Gly 


Asn Glu 


Val 


Leu 


Ser 


He 


Asn 


Gly 


Lys 


Ser 


Leu 


Lys 


Gly 


Thr 


Thr 




50 








55 










60 










His 


His Asp 


Ala 


Leu 


Ala 


He 


Leu 


Arg 


Gin 


Ala 


Arg 


Glu 


Pro 


Arg 


Gin 


65 








70 










75 










80 


Ala 


Val He 


Val 


Thr 


Arg 


Lys 


Leu 


Thr 


Pro 


Glu 


Ala 


Met 


Pro 


Asp 


Leu 








85 










90 










95 




Asn 


Ser Ser 


Thr 


Asp 


Ser 


Ala 


Ala 


Ser 


Ala 


Ser 


Ala 


Ala 


Ser 


Asp 


Val 






100 










105 










110 






Ser 


Val Glu 


Ser 


Thr 


Ala 


Glu 


Ala 


Thr 


Val 


Cys 


Thr 


Val 


Thr 


Leu 


Glu 




115 










120 










125 








Lys 


Met Ser 


Ala 


Gly 


Leu 


Gly 


Phe 


Ser 


Leu 


Glu 


Glv 


Gly 


Lys 


Gly 


Ser 




130 








135 










140 










Leu 


His Gly 


Asp 


Lys 


Pro 


Leu 


Thr 


He 


Asn 


Ara 


He 


Phe 


Lys 


Gly Ala 


145 








150 










155 










160 


Ala 


Ser Glu 


Gin 


Ser 


Glu 


Thr 


Val 


Gin 


Pro 


Gly 


Asp 


Glu 


He 


Leu 


Gin 








165 










170 










175 




Leu 


Gly Gly 


Thr 


Ala 


Met 


Gin 


Gly 


Leu 


Thr 


Arg 


Phe 


Glu 


Ala 


Trp 


Asn 






180 










185 










190 






He 


He Lys 


Ala 


Leu 


Pro 


Asp 


Gly 


Pro 


Val 


Thr 


He 


Val 


He 


Arg 


Arg 




195 










200 










205 








Lys 


Ser Leu 


Gin 


Ser 


Lys 
























210 






























<210> 


291 




























<211> 


92 




























<212> 


PRT 




























<213> 


Artificial Sequence 




















<220> 






























<223> 


CBP 


PDZ 


domain 1 




















<40 0 > 


291 


























Gin 


Arg Lys 


Leu 


Val 


Thr 


Val 


Glu 


Lys 


Gin 


Asp 


Asn 


Glu 


Thr 


Phe 


Gly 


1 






5 










10 










15 




Phe 


Glu He 


Gin 


Ser 


Tyr 


Arg 


Pro 


Gin 


Asn 


Gin 


Asn 


Ala 


Cys 


Ser 


Ser 






20 










25 










30 






Glu 


Met Phe 


Thr 


Leu 


He 


Cys 


Lys 


He 


Gin 


Glu 


Asp 


Ser 


Pro 


Ala 


His 




35 










40 










45 









Cys Ala Gly Leu Gin Ala Gly Asp Val Leu Ala Asn lie Asn Gly Val 

50 55 60 

Ser Thr Glu Gly Phe Thr Tyr Lys Gin Val Val Asp Leu lie Arg Ser 
65 70 75 80 

Ser Gly Asn Leu Leu Thr lie Glu Thr Leu Asn Gly 
85 90 

<210> 292 
<211> 82 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> KIAA 0751 PDZ domain 1 
<400> 292 

Arg Asp Ser Gly Ala Met Leu Gly Leu Lys Val Val Gly Gly Lys Met 

15 10 15 

Thr Glu Ser Gly Arg Leu Cys Ala Phe lie Thr Lys Val Lys Lys Gly 

20 25 30 

Ser Leu Ala Asp Thr Val Gly His Leu Arg Pro Gly Asp Glu Val Leu 

35 40 45 

Glu Trp Asn Gly Arg Leu Leu Gin Gly Ala Thr Phe Glu Glu Val Tyr 

50 55 60 

Asn lie lie Leu Glu Ser Lys Pro Glu Pro Gin Val Glu Leu Val Val 
65 70 75 80 

Ser Arg 



<210> 293 

<211> 105 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> KIAA 0559 PDZ domain 1 





<400> 


293 


























His 


Tyr He 


Phe 


Pro 


His 


Ala 


Arg 


He 


Lys 


He 


Thr 


Arg 


Asp 


Ser 


Lys 


1 






5 










10 










15 




Asp 


His Thr 


Val 


Ser 


Gly 


Asn 


Gly 


Leu 


Gly 


He 


Arg 


He 


Val 


Gly 


Gly 






20 










25 










30 






Lys 


Glu He 


Pro 


Gly 


His 


Ser 


Gly 


Glu 


He 


Gly 


Ala 


Tyr 


He 


Ala 


Lys 




35 










40 










45 








He 


Leu Pro 


Gly 


Gly 


Ser 


Ala 


Glu 


Gin 


Thr 


Gly 


Lys 


Leu 


Met 


Glu 


Gly 




50 








55 










60 










Met 


Gin Val 


Leu 


Glu 


Trp 


Asn 


Gly 


He 


Pro 


Leu 


Thr 


Ser 


Lys 


Thr 


Tyr 


65 








70 










75 










80 


Glu 


Glu Val 


Gin 


Ser 


He 


He 


Ser 


Gin 


Gin 


Ser 


Gly 


Glu 


Ala 


Glu 


He 








85 










90 










95 




Cys 


Val Arg 


Leu 


Asp 


Leu 


Asn 


Met 


Leu 




















100 










105 


















<210> 


2 94 




























<211> 


93 




























<212> 


PRT 



























<213> Artificial Sequence 
<220> 

<223> AF6 PDZ domain 1 



66 





<4 00> 


2 94 


Leu 


Arq Lvs 


Glu 








Glv 


Met Glv 


Leu 






20 


Leu 


Gly lie 


Tyr 




35 




Asp 


Gly Arg 


Leu 




50 




Ser 


Leu Val 


Gly 


65 






.L 11 J. 




val 




<210> 


295 




<211> 


90 




<212> 


PRT 




<213> 


Art 



Pro Glu lie lie 
5 

Ser lie Val Ala 

Val Lys Ser Val 
40 

Ala Ala Gly Asp 
55 

Leu Ser Gin Glu 

70 . 

Val Thr Leu Glu 
85 



ficial Sequence 



Thr Val Thr Leu 
10 

Ala Lys Gly Ala 
25 

Val Lys Gly Gly 

Gin Leu Leu Ser 
60 

Arg Ala Ala Glu 
75 

Val Ala Lys Gin 
90 



Lys Lys Gin Asn 
15 

Gly Gin Asp Lys 
30 

Ala Ala Asp Val 
45 

Val Asp Gly Arg 

Leu Met Thr Arg 
80 

Gly 



<220> 

<223> PICK1 PDZ domain 1 



<400> 295 
Pro Thr Val Pro 
1 

lie Gly lie Ser 
20 

lie Val Gin Val 
35 

Ala Ala Gly Asp 
50 

Lys Thr Lys Val 
65 

Val Thr lie His 



Gly Lys Val Thr 
5 

lie Gly Gly Gly 

Phe Asp Asn Thr 
40 

Glu lie Thr Gly 
55 

Glu Val Ala LTys 
70 

Tyr Asn Lys Leu 
85 



Leu Gin Lys Asp 
10 

Ala Gin Tyr Cys 
25 

Pro Ala Ala Leu 

Val Asn Gly Arg 
60 

Met lie Gin Glu 
75 

Gin Glu 
90 



Ala Gin Asn Leu 
15 

Pro Cys Leu Tyr 
30 

Asp Gly Thr Val 
45 

Ser lie Lys Gly 

Val Lys Gly Glu 
80 



<210> 296 
<211> 69 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> RGS12 PDZ domain 1 



<400> 296 
Pro Pro Arg Val 
1 

Gly Phe Thr Leu 
20 

Arg Gly Ser Pro 
35 

Leu Ala Val Asn 
50 

Val Lys Leu lie 
65 



Arg Ser Val Glu 
5 

Ser Gly Gin Ala 

Ala Asp Phe Val 
40 

Glu lie Asn Val 
55 

Gly 



Val Ala Arg Gly 
10 

Pro Cys Val Leu 
25 

Gly Leu Arg Ala 

Lys Lys Ala Ser 
60 



Arg Ala Gly Tyr 
15 

Ser Cys Val Met 
30 

Gly Asp Gin lie 
45 

His Glu Asp Val 



<210> 297 

<211> 324 

<212> PRT 

<213> Artificial Sequence 



67 



<220> 

<223> PDZK1 PDZ domain 2-4 



<400> 297 



Arg 


Leu 


Cys 


Tyr 


Leu 


Val 


Lys 


Glu 


Gly 


Gly 


Ser 


Tyr 


Gly 


Phe 


Ser 


Leu 


1 








5 










10 










15 




Lvs 


Thr 


Val 


Gin 


Gly 


Lys 


Lys 


Gly 


Val 


Tyr 


Met 


Thr 


Asp 


He 


Thr 


Pro 








20 










25 










30 






Gin 


Gly 


Val 


Ala 


Met 


Arg 


Ala 


Gly 


Val 


Leu 


Ala 


Asp 


Asp 


His 


Leu 


He 






35 










40 










45 








Glu 


Val 


Asn 


Gly 


Glu 


Asn 


Val 


Glu 


Asp 


Ala 


Ser 


His 


Glu 


Lys 


Val 


Val 




50 










55 










60 










Glu 


Lvs 


Val 


Lvs 


Lvs 


Ser 


Gly 


Ser 


Arg 


Val 


Met 


Phe 


Leu 


Leu 


Val 


Asp 


65 










70 










75 










80 


Lvs 


Glu 


Thr 


Asp 


Lvs 

2 


Arg 


His 


Val 


Glu 


Gin 


Lys 


He 


Gin 


Phe 


Lys 


Arg 










85 










90 










95 




Glu 


Thr 


Ala 


Ser 


Leu 


Lys 


Leu 


Leu 


Pro 


His 


Gin 


Pro 


Arg 


He 


Val 


Glu 








100 










105 










110 






Met 


Lys 


Lys 


Gly 


Ser 


Asn 


Gly 


Tyr 


Gly 


Phe 


Tyr 


Leu 


Arg 


Ala 


Gly 


Ser 






115 










120 










125 








Glu 


Gin 


Lys 


Gly 


Gin 


He 


He 


Lys 


Asp 


He 


Asp 


Ser 


Gly 


Ser 


Pro 


Ala 




130 










135 










140 










Glu 


Glu 


Ala 


Gly 


Leu 


Lys 


Asn 


Asn 


Asp 


Leu 


Val 


Val 


Ala 


Val 


Asn 


Gly 


145 










150 










155 










160 


Glu 


Ser 


Val 


Glu 


Thr 


Leu 


Asp 


His 


Asp 


Ser 


Val 


Val 


Glu 


Met 


He 


Arg 










165 










170 










175 




LiVS 


Gly 


Gly 


Asp 


Gin 


Thr 


Ser 


Leu 


Leu 


Val 


Val 


Asp 


Lys 


Glu 


Thr 


Asp 








180 










185 










190 






Asn 


Met 


Tyr 


Arg 


Leu 


Ala 


His 


Phe 


Ser 


Pro 


Phe 


Leu 


Tyr 


Tyr 


Gin 


Ser 






195 










200 










205 








Gin 


Glu 


Leu 


Pro 


Asn 


Gly 


Ser 


Val 


Lys 


Glu 


Ala 


Pro 


Ala 


Pro 


Thr 


Pro 




210 










215 










220 










Thr 


Ser 


Leu 


Glu 


Val 


Ser 


Ser 


Pro 


Pro 


Asp 


Thr 


Thr 


Glu 


Glu 


Val 


Asp 


225 










230 










235 










240 


His 


Lys 


Pro 


Lys 


Leu 


Cys 


Arg 


Leu 


Ala 


Lys 


Gly 


Glu 


Asn 


Gly 


Tyr 


Gly 










245 










250 










255 




Phe 


His 


Leu 


Asn 


Ala 


He 


Arg 


Gly 


Leu 


Pro 


Gly 


Ser 


Phe 


He 


Lys 


Glu 








260 










265 










270 






Val 


Gin 


Lys 


Gly 


Gly 


Pro 


Ala 


Asp 


Leu 


Ala 


Gly 


Leu 


Glu 


Asp 


Glu 


Asp 






275 










280 










285 








Val 


He 


He 


Glu 


Val 


Asn 


Gly 


Val 


Asn 


Val 


Leu 


Asp 


Glu 


Pro 


Tyr 


Glu 




290 










295 










300 










Lvs 


Val 


Val 


Asp 


Arg 


He 


Gin 


Ser 


Ser 


Gly 


Lys 


Asn 


Val 


Thr 


Leu 


Leu 


305 










310 










315 










320 


Val 


Cys 


Gly 


Lys 




























<210> 


298 




























<211> 


88 




























<212> 


PRT 




























<213> 


Artificial Sequence 




















<220> 






























<223> 


KIAA 0 316 PDZ domain 1 


















<400> 


298 


























He 


Pro 


Pro 


Ala 


Pro 


Arg 


Lys 


Val 


Glu 


Met 


Arg 


Arg 


Asp 


Pro 


Val 


Leu 


1 








5 










10 










15 




Gly 


Phe 


Gly 


Phe 


Val 


Ala 


Gly 


Ser 


Glu 


Lys 


Pro 


Val 


Val 


Val 


Arg 


Ser 



20 25 30 



68 



Val Thr Pro Gly Gly Pro Ser Glu 

35 40 
lie Val Met lie Asn Asp Glu Pro 

50 55 
Val lie Asp Leu Val Arg Ser Cys 
65 70 
lie Gin Pro Tyr Pro Ser Pro Lys 
85 



Gly Lys Leu lie Pro Gly Asp Gin 
45 

Val Ser Ala Ala Pro Arg Glu Arg 
60 

Lys Glu Ser lie Leu Leu Thr Val 
75 80 



<210> 299 
<211> 241 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> DLG5 PDZ domain 2 



* <400> 299 



Pro 


Tyr 


Val 


Glu 


Glu 


Pro 


Arg 


His 


Val 


Lys 


Val 


Gin 


Lys 


Gly 


Ser 


Glu 


1 








5 










10 










15 




Pro 


Leu 


Gly 


He 


Ser 


He 


Val 


Ser 


Gly 


Glu 


Lys 


Gly 


Gly 


He 


Tyr 


Val 








20 










25 










30 






Ser 


Lys 


Val 


Thr 


Val 


Gly 


Ser 


He 


Ala 


His 


Gin 


Ala 


Gly 


Leu 


Glu 


Tyr 






35 










40 










45 








Gly 


Asp 


Gin 


Leu 


Leu 


Glu 


Phe 


Asn 


Gly 


He 


Asn 


Leu 


Arg 


Ser 


Ala 


Thr 




50 










55 










60 










Glu 


Gin 


Gin 


Ala 


Arg 


Leu 


He 


He 


Gly 


Gin 


Gin 


Cys 


Asp 


Thr 


He 


Thr 


65 










70 










75 










80 


He 


Leu 


Ala 


Gin 


Tyr 


Asn 


Pro 


His 


Val 


His 


Gin 


Leu 


Ser 


Ser 


His 


Ser 










85 










90 










95 




Arg 


Ser 


Ser 


Ser 


His 


Leu 


Asp 


Pro 


Ala 


Gly 


Thr 


His 


Ser 


Thr 


Leu 


Gin 








100 










105 










110 






Gly 


Ser 


Gly 


Thr 


Thr 


Thr 


Pro 


Glu 


His 


Pro 


Ser 


Val 


He 


Asp 


Pro 


Leu 






115 










120 










125 








Met 


Glu 


Gin 


Asp 


Glu 


Gly 


Pro 


Ser 


Thr 


Pro 


Pro 


Ala 


Lys 


Gin 


Ser 


Ser 




130 










135 










140 










Ser 


Arg 


He 


Ala 


Gly 


Asp 


Ala 


Asn 


Lys 


Lys 


Thr 


Leu 


Glu 


Pro 


Arg 


Val 


145 










150 










155 










160 


Val 


Phe 


He 


Lys 


Lys 


Ser 


Gin 


Leu 


Glu 


Leu 


Gly 


Val 


His 


Leu 


Cys 


Gly 










165 










170 










175 




Gly 


Asn 


Leu 


His 


Gly 


Val 


Phe 


Val 


Ala 


Glu 


Val 


Glu 


Asp 


Asp 


Ser 


Pro 








180 










185 










190 






Ala 


Lys 


Gly 


Pro 


Asp 


Gly 


Leu 


Val 


Pro 


Gly 


Asp 


Leu 


He 


Leu 


Glu 


Tyr 






195 










200 










205 








Gly 


Ser 


Leu 


Asp 


Val 


Arg 


Asn 


Lys 


Thr 


Val 


Glu 


Glu 


Val 


Tyr 


Val 


Glu 




210 










215 










220 










Met 


Leu 


Lys 


Pro 


Arg 


Asp 


Gly 


Val 


Arg 


Leu 


Lys 


Val 


Gin 


Tyr 


Arg 


Pro 


225 










230 










235 










240 



Glu 



<210> 300 
<211> 181 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> SYNT aa 67-241 



69 



<400> 300 





Glu 


He 


Lys 


Gin 


Glv 


He 




Glu 


Val 


He 


Leu 


Cys 


Lys 


Asp 


Gin 


1 








5 










10 










15 




Asp 


Glv 


Lys 


He 


Glv 


Leu. 


Ara 


Leu 


Lys 


Ser 


He 


Asp 


Asn 


Glv 


He 


Phe 








20 










25 










30 






Val 


Gin 


Leu. 


Val 


Gin 


Ala 


Asn 


Ser 


Pro 


Ala 


Ser 


Leu 


Val 


Glv 


Leu 


Arg 






35 










40 










45 








Phe 


Glv 


Asp 


Gin 


Val 


Leu 


Gin 


He 


Asn 


Glv 


Glu 


Asn 


Cys 


Ala 


Glv 


Trp 




50 










55 










60 










Ser 


Ser 


Asp 


Lys 


Ala 


His 


Lvs 


Val 


Leu 


Lvs 


Gin 


Ala 


Phe 


Glv 


Glu 


Lvs 


65 










70 










75 










80 


lie 


Thr 


Met 


Thr 


He 


Arg 


Asp 


Ara 


Pro 


Phe 


Glu 


Ara 


Thr 


Val 


He 


Met 










85 










90 










95 




His 


Lys 


Asp 


Ser 


Ser 


Glv 


His 


Val 


Glv 


Phe 


He 


Phe 


Lvs 


Ser 


Glv 


Lvs 








100 










105 










110 






lie 


Thr 


Ser 


He 


Val 


Lvs 


Asp 


Ser 


Ser 


Ala 


Ala 


Arq 


Asn 


Gly 


Leu 


Leu 






115 










12 0 










12 5 








Thr 


Asp 


His 


His 


He 


Cys 


Glu 


He 


Asn 


Gly 


Gin 


Asn 


Val 


He 


Gly 


Leu 




130 










135 










140 










Lys 


Asp 


Ala 


Gin 


He 


Ala 


Asp 


He 


Leu 


Ser 


Thr 


Ala 


Gly 


Thr 


Val 


Val 


145 










150 










155 










160 


Thr 


He 


Thr 


He 


Met 


Pro 


Thr 


Phe 


He 


Phe 


Glu 


His 


He 


He 


Lys 


Arg 










165 










170 










175 




Met 


Ala 


Pro 


Ser 


Met 

























180 

<210> 301 
<211> 263 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> WWP3 (MAGI-1) PDZ domains 1-2 



<400> 301 



Pro 


Ser 


Glu 


Leu 


Lys 


Gly 


Lys 


Phe 


He 


His 


Thr 


Lys 


Leu 


Arg 


Lys 


Ser 


1 








5 










10 










15 




Ser 


Arg 


Gly 


Phe 
20 


Gly 


Phe 


Thr 


Val 


Val 
25 


Gly 


Gly 


Asp 


Glu 


Pro 
30 


Asp 


Glu 


Phe 


Leu 


Gin 
35 


He 


Lys 


Ser 


Leu 


Val 
40 


Leu 


Asp 


Gly 


Pro 


Ala 
45 


Ala 


Leu 


Asp 


Gly 


Lys 
50 


Met 


Glu 


Thr 


Gly 


Asp 
55 


Val 


He 


Val 


Ser 


Val 
60 


Asn 


Asp 


Thr 


Cys 


Val 


Leu 


Gly 


His 


Thr 


His 


Ala 


Gin 


Val 


Val 


Lys 


He 


Phe 


Gin 


Ser 


He 


65 










70 










75 










80 


Pro 


He 


Gly 


Ala 


Ser 
85 


Val 


Asp 


Leu 


Glu 


Leu 
90 


Cys 


Arg 


Gly 


Tyr 


Pro 
95 


Leu 


Pro 


Phe 


Asp 


Pro 
100 


Asp 


Asp 


Pro 


Asn 


Thr 
105 


Ser 


Leu 


Val 


Thr 


Ser 
110 


Val 


Ala 


He 


Leu 


Asp 
115 


Lys 


Glu 


Pro 


He 


He 
120 


Val 


Asn 


Gly 


Gin 


Glu 
125 


Thr 


Tyr 


Asp 


Ser 


Pro 
130 


Ala 


Ser 


His 


Ser 


Ser 
135 


Lys 


Thr 


Gly 


Lys 


Val 
140 


Asn 


Gly 


Met 


Lys 


Asp 


Ala 


Arg 


Pro 


Ser 


Ser 


Pro 


Ala 


Asp 


Val 


Ala 


Ser 


Asn 


Ser 


Ser 


His 


145 










150 










155 










160 


Gly 


Tyr 


Pro 


Asn 


Asp 
165 


Thr 


Val 


Ser 


Leu 


Ala 
170 


Ser 


Ser 


He 


Ala 


Thr 

175 


Gin 


Pro 


Glu 


Leu 


He 
180 


Thr 


Val 


His 


lie 


Val 
185 


Lys 


Gly 


Pro 


Met 


Gly 
190 


Phe 


Gly 


Phe 


Thr 


He 
195 


Ala 


Asp 


Ser 


Pro 


Gly 
200 


Gly 


Gly 


Gly 


Gin 


Arg 
205 


Val 


Lys 


Gin 



70 



He 


Val Asp 


Ser 


Pro 


Arg Cys Arg 


Gly 


Leu 


Lys 


Glu 


Gly 


Asp 


Leu 


He 




210 






215 








220 










Val 


Glu Val 


Asn 


Lys 


Lys Asn Val 


Gin 


Ala 


Leu 


Thr 


His 


Asn 


Gin 


Val 


225 








230 






235 










240 


Val 


Asp Met 


Leu 


Val 


Glu Cys Pro 


Lys 


Gly 


Ser 


Glu 


Val 


Thr 


Leu 


Leu 








245 






250 










255 




Val 


Gin Arg 


Gly 


Gly 


Leu Pro 






















260 
























<210> 


302 
























<211> 


103 
























<212> 


PRT 
























<213> 


Artificial Sequence 




















<220> 


























<223> 


TAX- 


-IP 4 0 PDZ domain 1 


















<400> 


302 






















Leu 


Leu Pro 


Glu 


Thr 


His Arg Arg 


Val 


Arg 


Leu 


His 


Lys 


His 


Gly 


Ser 


1 






5 






10 










15 




Asp 


Arg Pro 


Leu 


Gly 


Phe Tyr He 


Arg 


Asp 


Gly 


Met 


Ser 


Val 


Arg 


Val 






20 






25 










30 






Ala 


Pro Gin 


Gly 


Leu 


Glu Arg Val 


Pro 


Gly 


He 


Phe 


He 


Ser 


Arg 


Leu 




35 






40 










45 








Val 


Arg Gly 


Gly 


Leu 


Ala Glu Ser 


Thr 


Gly 


Leu 


Leu 


Ala 


Val 


Ser 


Asp 




50 






55 








60 










Glu 


He Leu 


Glu 


Val 


Asn Gly He 


Glu 


Val 


Ala 


Gly 


Lys 


Thr 


Leu 


Asp 


65 








70 






75 










80 


Gin 


Val Thr 


Asp 


Met 


Met Val Ala 


Asn 


Ser 


His 


Asn 


Leu 


He 


Val 


Thr 








85 






90 










95 




Val 


Lys Pro 


Ala 


Asn 


Gin Arg 






















100 
























<210> 


303 
























<211> 


94 
























<212> 


PRT 
























<213> 


Artificial Sequence 




















<220> 


























<223> 


KIAA 0 85 8 PDZ domain 1 


















<400> 


303 






















Phe 


Ser Asp 


Met 


Arg 


He Ser He 


Asn 


Gin 


Thr 


Pro 


Gly 


Lys 


Ser 


Leu 


1 






5 






10 










15 




Asp 


Phe Gly 


Phe 


Thr 


He Lys Trp 


Asp 


He 


Pro 


Gly 


He 


Phe 


Val 


Ala 






20 






25 










30 






Ser 


Val Glu 


Ala 


Gly 


Ser Pro Ala 


Glu 


Phe 


Ser 


Gin 


Leu 


Gin 


Val 


Asp 




35 






40 










45 








Asp 


Glu He 


He 


Ala 


He Asn Asn 


Thr 


Lys 


Phe 


Ser 


Tyr 


Asn 


Asp 


Ser 




50 






55 








60 










Lys 


Glu Trp 


Glu 


Glu 


Ala Met Ala 


Lys 


Ala 


Gin 


Glu 


Thr 


Gly 


His 


Leu 


65 








70 






75 










80 


Val 


Met Asp 


Val 


Arg 


Arg Tyr Gly 


Lys 


Ala 


Gly 


Ser 


Pro 


Glu 












85 






90 
















<210> 


304 
























<211> 


88 
























<212> 


PRT 
























<213> 


Artificial Sequence 



















<220> 

<223> TIAM1 PDZ domain 1 



<400> 304 

His Ser lie His lie Glu Lys Ser Asp Thr Ala Ala Asp Thr Tyr Gly 

15 10 15 

Phe Ser Leu Ser Ser Val Glu Glu Asp Gly lie Arg Arg Leu Tyr Val 

20 25 30 

Asn Ser Val Lys Glu Thr Gly Leu Ala Ser Lys Lys Gly Leu Lys Ala 

35 40 45 

Gly Asp Glu lie Leu Glu lie Asn Asn Arg Ala Ala Asp Ala Leu Asn 

50 55 60 

Ser Ser Met Leu Lys Asp Phe Leu Ser Gin Pro Ser Leu Gly Leu Leu 
65 70 75 80 

Val Arg Thr Tyr Pro Glu Leu Glu 
85 

<210> 305 
<211> 88 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> ConEn PD2 domain 1 
<400> 305 

Leu Glu Gin Lys Ala Val Leu Glu Gin Val Gin Leu Asp Ser Pro Leu 

15 10 15 

Gly Leu Glu lie His Thr Thr Ser Asn Cys Gin His Phe Val Ser Gin 

20 25 30 

Val Asp Thr Gin Val Pro Thr Asp Ser Arg Leu Gin lie Gin Pro Gly 

35 40 45 

Asp Glu Val Val Gin He Asn Glu Gin Val Val Val Gly Trp Pro Arg 

50 55 60 

Lys Asn Met Val Arg Glu Leu Leu Arg Glu Pro Ala Gly Leu Ser Leu 
65 70 75 80 

Val Leu Lys Lys He Pro He Pro 
85 

<210> 306 
<211> 55 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> SPsht PDZ domain 1 
<400> 306 

Ser Ser Ser Gly He Ser Gly Ser Gin Arg Arg Tyr He Gly Val Met 

15 10 15 

Met Leu Thr Leu Ser Pro Ser Ala Gly Leu Arg Pro Gly Asp Val He 

20 25 30 

Leu Ala He Gly Glu Gin Met Val Gin Asn Ala Glu Asp Val Tyr Glu 

35 40 45 

Ala Val Arg Thr Gin Ser Glu 
50 55 

<210> 307 
<211> 93 
<212> PRT 

<213> Artificial Sequence 



72 



<220> 

<223> DVL1 PDZ domain 1 



<400> 307 

Leu Asn lie Val Thr Val Thr Leu Asn Met Glu Arg His His Phe Leu 

1 5 10 15 

Gly lie Ser lie Val Gly Gin Ser Asn Asp Arg Gly Asp Gly Gly lie 

20 25 30 

Tyr lie Gly Ser lie Met Lys Gly Gly Ala Val Ala Ala Asp Gly Arg 

35 40 45 

lie Glu Pro Gly Asp Met Leu Leu Gin Val Asn Asp Val Asn Phe Glu 

50 55 60 

Asn Met Ser Asn Asp Asp Ala Val Arg Val Leu Arg Glu lie Val Ser 
65 70 75 80 

Gin Thr Gly Pro lie Ser Leu Thr Val Ala Lys Cys Trp 
85 90 

<210> 308 
<211> 98 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> NSP (PRSS11) PDZ domain 1 
<400> 308 

He Arg Gin Ala Lys Gly Lys Ala He Thr Lys Lys Lys Tyr He Gly 

15 10 15 

He Arg Met Met Ser Leu Thr Ser Ser Lys Ala Lys Glu Leu Lys Asp 

20 25 30 

Arg His Arg Asp Phe Pro Asp Val He Ser Gly Ala Tyr He He Glu 

35 40 45 

Val He Pro Asp Thr Pro Ala Glu Ala Gly Gly Leu Lys Glu Asn Asp 

50 55 60 

Val He He Ser He Asn Gly Gin Ser Val Val Ser Ala Asn Asp Val 
65 70 75 80 

Ser Asp Val He Lys Arg Glu Ser Thr Leu Asn Met Val Val Arg Arg 
85 90 95 

Gly Asn 



<210> 309 

<211> 108 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> GEF PDZ domain 1 



<400> 309 



Cys 


Ser 


Val 


Met 


He 


Phe 


Glu 


Val 


Val 


Glu 


Gin 


Ala 


Gly 


Ala 


He 


He 


1 








5 










10 










15 




Leu 


Glu 


Asp 


Gly 


Gin 


Glu 


Leu 


Asp 


Ser 


Trp 


Tyr 


Val 


He 


Leu 


Asn 


Gly 








20 










25 










30 






Thr 


Val 


Glu 


He 


Ser 


His 


Pro 


Asp 


Gly 


Lys 


Val 


Glu 


Asn 


Leu 


Phe 


Met 






35 










40 










45 








Gly 


Asn 


Ser 


Phe 


Gly 


He 


Thr 


Pro 


Thr 


Leu 


Asp 


Lys 


Gin 


Tyr 


Met 


His 




50 










55 










60 










Gly 


He 


Val 


Arg 


Thr 


Lys 


Val 


Asp 


Asp 


Cys 


Gin 


Phe 


Val 


Cys 


He 


Ala 


65 










70 










75 










80 



73 



Gin Gin Asp Tyr Trp Arg lie Leu Asn His Val Glu Lys Asn Thr His 

85 90 95 

Lys Val Glu Glu Glu Gly Glu lie Val Met Val His 
100 105 

<210> 310 
<211> 89 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> KIAA 0902 PDZ domain 1 
<400> 310 

lie Leu Asn Glu Met lie Ala Pro Val Met Arg Val Asn Tyr Gly Gin 

1 5 10 15 

Ser Thr Asp lie Asn Ala Phe Val Gly Ala Val Ser Leu Ser Cys Ser 

20 25 30 

Asp Ser Gly Leu Trp Ala Val Glu Gly Gly Asn Lys Leu Val Cys Ser 

35 40 45 

Gly Leu Leu Gin Ala Ser Lys Ser Asn Leu lie Ser Gly Ser Val Met 

50 55 60 

Tyr lie Glu Glu Lys Thr Lys Thr Lys Tyr Thr Gly Asn Pro Thr Lys 
65 70 75 80 

Met Tyr Glu Val Val Tyr Gin lie Gly 
85 

<210> 311 
<211> 90 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> KIAA 0561 PDZ domain 1 
<400> 311 

Pro Pro Ser Leu Ser Thr Ala Leu Ala Arg Ser Thr Ala Ser Ala Cys 

1 5 10 * 15 

Gly Arg Ser Ala Ser Thr Trp Val lie Ala Thr Ser Thr Leu Cys Thr 

20 25 30 

Thr Ser Ser Gly Val Trp Arg Thr Glu Ala Pro Pro Arg Arg Arg Ala 

35 40 45 

Cys Gly Leu Gly Thr Ser Ser Pro Thr Ser Thr Gly Ser Gin Cys Trp 

50 55 60 

Gly Trp Cys Thr Trp Thr Ser Trp Ser Cys Cys Glx Arg Ala Ala Thr 
65 70 75 80 

Arg Tyr Pro Cys Gly Pro Gin Pro Trp Arg 
85 90 

<210> 312 
<211> 90 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> NOS1 PDZ domain 1 
<400> 312 

lie Gin Pro Asn Val lie Ser Val Arg Leu Phe Lys Arg Lys Val Gly 
15 10 15 



74 



Gly 


Leu 


Gly 


Phe 


Leu 


Val 


Lys 


Glu 


Arg 








20 










25 


He 


Ser 


Asp 


Leu 


He 


Arg 


Gly 


Gly Ala 






35 










40 




Gin 


Ala 


Gly 


Asp 


He 


He 


Leu 


Ala 


Val 




50 . 










55 






Leu 


Ser 


Tyr 


Asp 


Ser 


Ala 


Leu 


Glu 


Val 


65 










70 








Thr 


His 


Val 


Val 


Leu 


He 


Leu 


Arg 


Gly 



85 



<210> 313 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> forward primer 6CAF 

<400> 313 
tcggatccat gtgaccagag ttcgg 

<210> 314 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 7 CAR 

<400> 314 
tcggaattca gactgagtgc ggta 

<210> 315 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 62MPF 

<400> 315 
gggatccgga aagtgcgact catac 

<210> 316 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 63MPR 

<400> 316 
acggatccgc tggttgggaa ttactt 

<210> 317 
<211> 27 
<212> DNA 

<213> Artificial Sequence 



Val Ser Lys Pro Pro Val He 
30 

Ala Glu Gin Ser Gly Leu He 
45 

Asn Gly Arg Pro Leu Val Asp 
60 

Leu Arg Gly He Ala Ser Glu 
75 80 

Pro 
90 



25 



24 



25 



75 



<220> 

<223> forward primer 52LIFP 



<400> 317 

ctgcccggga ccgtcaccct ggtgtcc 27 

<210> 318 
<211> 24 
<212>- DNA 
' <213> Artificial Sequence 

<220> 

<223> reverse primer 53LIRP 
<400> 318 

tcgcccgggt catgctcgag ggtc 2.4 

<210> 319 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 152KIF 
<400> 319 

ctgggatccc acatcagccg attgtga 27 

<210> 320 
<211> 29 
<212> DNA 

<21?> Artificial Sequence 
<220> 

<223> reverse primer 153KIR 
<400> 320 

tgtgaattca aatggggtag tagtgattg 2 9 

<210> 321 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 281KIF 
<400> 321 

gcaggatccc tcccatcatc atccac 26 

<210> 322 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 282KIR 
<400> 322 

gatgaattct ccaggggagt tgttg 2 5 



76 



<210> 323 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> forward primer IDF 
<400> 323 

tcggatccag gttaatggct cagatg 26 

<210> 324 
<211> 22 
<212> DNA 

<213> Artificial Sequence / 
<220> 

<223> reverse primer 2DR 
<400> 324 

cggaattcgg tgcatagcca tc 22 

<210> 325 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 8PSF 
<400> 325 

tcggatcctt gagggggaga tgga 24 

<210> 326 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 11PSR 
<400> 326 

tcggaattcg ctatactctt ctgg 24 

<210> 327 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 71NEDF 
<400> 327 

caggatccaa tatgaggaaa tcgtacttg 29 

<210> 328 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



77 



<220> 

<223> reverse primer 72NEDR 



<400> 328 
ttgaattcga ggctgcctgg cttggc 

<210> 329 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 124SYF 

<400> 329 
tacggatcca gcggccgccg cgtgac 

<210> 330 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 125SYR 

<400> 330 
gtagaattct tgaaatacgg tgagac 

<210> 331 
<211> 27 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> forward primer 97TAF 

<400> 331 
tctggatcca gaagcgtggc gtgaagg 

<210> 332 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 98TAR 

<400> 332 
cggaattcaa cgcctgcacc gcctc 

<210> 333 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 146LIF 



<400> 333 
ccaggatccg cggaatgacc acccagc 



<211> 27 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> reverse primer 147LIR 

<400> 334 
catgaattcg ctagagccgc cttgctt 

<210> 335 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 182LF 

<400> 335 
ttaggatcct gagcaagtac agtgtgtcac . 

<210> 336 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 183LR 

<400> 336 
cttgaattca gcagatgctc tttgcagagt c 

<210> 337 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 34MIF 

<400> 337 
cggaattcgg aaaactgtaa agatg 

<210> 338 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 20MR 

<400> 338 
tcggaattca gcagcctgta catcg 

<210> 339 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> forward primer 133 XF 

<400> 339 
accggatcca cttctcaaac tcggag 

<210> 340 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 134 XR 

<400> 340 
agcgaattct cctgacccgt gaggagc 

<210> 341 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 230KIF 

<400> 341 
agggaattca tcggtggaga tgactctgc 

<210> 342 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 231KIR 

<400> 342 
cagaattcat gcgggggaat gatgacaac 

<210> 343 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 293TF 

<400> 343 
ccggatcccg aggcgagacc aaggaggtg 

<210> 344 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 294TR 

<400> 344 
aatgaattcg aaggccctct tgggctg 



/ <210> 345 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> forward primer 197TF 
<400> 345 

aggggatccg caaggaggtg gaggtgttc 2 9 

<210> 346 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 198TR 
<400> 346 

tgtggaattc cttgcgaggc tccgtgagc ' 2 9 

<210> '347 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> forward primer 2 93TF 
<400> 347 

ccggatcccg aggcgagacc aaggaggtg 2 9 

<210> 348 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> reverse primer 2 94TR 
<400> 348 

aatgaattcg aaggccctct tgggctg 27 

<210> 349 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> forward primer 92TAF 
<400> 349 

gtgggatcca ctcccaccct cgagtag 27 

<210> 350 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> reverse primer 9 3 TAR 



<400> 350 

catgaattcc agaacttttg ggtgtatcgc 30 

<210> 351 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 142MF 

<400> 351 

tcaggatcca gcctgtacct cccgatgc 2 8 

<210> 352 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 143MR 



28 



<400> 352 
atggaattcc tggtagttgg gcaggatc 

<210> 353 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 188MF 
<400> 353 

actggatccc cgtcaccacc gccatcatc 2 9 

<210> 354 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 189MR 
<400> 354 

ctcgaattcc gtgctcaggg ccgcccta 28 

<210> 355 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 86TAF 



<400> 355 
cagggatcca aagagttgaa attcacaagc 



30 
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<210> 356 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 87TAR 
<400> 356 

acggaattct gcagcgactg ccgcgtc 27 

<210> 357 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 247PTF 

<400> 357 

atcggatcct aatcagaatg aaacctg 27 

<210> 358 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 248PTR 
<400> 358 

atcgaattca gcattaggtc gaactag 27 

<210> 359 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 75PRF 
<400> 359 

acgggatcca tgtcaccatc ttacac 26 

<210> 360 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 76PRR 

<400> 360 

gtgaattcct tggactggag gctttttc 28 

<210> 361 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<22 3> forward primer 2 3 5CYF 



<400> 361 

cctggatcca aagaaagctt gttactgtg 29 

<210> 362 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 236CYR 
<400> 362 

tcagaattcc attaagagtc tctatc 26 

<210> 363 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 145HF 
<400> 363 

gtgggatccg agattcagga gcaatgc 2 7 

<210> 364 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 146HR 
<400> 364 

ctggaattcg ccttgaaact acaagttc 28 

<210> 365 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 130KIF 
<400> 365 

aaaggatcca ctacatcttt cctcacg 27 

<210> 366 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 131KIR 
<400> 366 

tcacaattgg atagcatatt gaggtccag 29 
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<210> 367 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 66AFF 

<400> 367 

tcggatcctg aggaaagaac ctgaa 25 

<210> 368 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 67AFR 
<400> 368 

tagaattcac cctgctttgc tacttc 26 

<210> 369 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 287PIF 

<400> 369 

tcgggatccc gactgtgcct gggaag 26 

<210> 370 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 288PIR 
<400> 370 

cttgaattcc tcctgcagct tcttgttgta g 31 

<210> 371 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 64RGF 

<400> 371 

tgggatcccg cccccaaggg tgcggag 2 7 

<210> 372 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223 > reverse primer 65RGR 

<400> 372 
aggaattccc aattaatttc actac 

<210> 373 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 238PDF 

<400> 373 
ccggatccgg ctctgctatc tcgtgaa 

<210> 374 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 239PDR 

<400> 374 
taggaattct ttcctcagac tagaagtg 

<210> 375 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 158KIF 

<400> 375 
aaaggatccc tccggctcct cggaag 

<210> 376 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223 > reverse primer 15 9KIR 

<400> 376 
ttagaattct gatttgggag aagggtaag 

<210> 377 
<211> 27 
<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> forward primer 81PDLGF 

<400> 377 
ataggatccc ttatgtggag gagccac 



<210> 378 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 82PDLGR 
<400> 378 

ttgaattcct cagggcggta ctgcaccttc 3 0 

<210> 379 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 14SF 
<400> 379 

tcggatcctt gaaattaagc aagggat 2 7 

<210> 380 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 15SR 
<400> 380 

tcggaattca tgcctggagc catcc 25 

<210> 381 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 164WWF 
<400> 381 

cacggatccc ttctgagttg aaaggc 26 

<210> 382 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 165WWR 
<400> 382 

cttgaattct ggcagccctc ctcgttgc 28 

<210> 383 
<211> 27 
<212> DNA 

<213> Artificial Sequence 



87 



<220> 

<22 3> forward primer 13 6TF 

<400> 383 
acgggatcct actgcctgag acccacc 

<210> 384 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 137TR 

<400> 384 
acggaattcc gctggttggc gggcttgac 

<210> 385 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 278KIF 

<400> 385 
aggagatctt cagtgatatg agaatc 

<210> 386 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 279KIR 

<400> 386 
cttgaattca ggtgaaccag cctttc 

<210> 387 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 39TF 

<400> 387 
tcggatccac agcatccaca ttgag 

<210> 388 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 40TR 

<400> 388 
tcggaattcc tccagctcgg ggt 



<210> 


389 


<211> 


29 


<212> 


DNA 


<213> 


Artificial 



<220> 

<223> forward primer 296CF 
<400> 389 

aggggatcct ggaacagaag gccgtgctc 2 9 

<210> 390 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 297CR 

<400> 390 

gggaattccg gtatcgggat cttccttc 28 



<210> 


391 


<211> 


26 


<212> 


DNA 


<213> 


Artificial 



<220> 

<223> forward primer 191SF 
<400> 391 

gaagaattcc tcctccggaa tcagtg 26 

<210> 392 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 192SR 
<400> 392 

tgcgaattcg gattgggttc gaacagcttc 30 

<210> 393 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 1st PCR forward primer 55DVISF 
<400> 393 

tcatccagac tcatccggaa g 21 

<210> 394 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> 1st PCR reverse primer 56DVISR 
<400> 394 

gctcatgtca ctcttcaccg 20 

<210> 395 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 2nd PCR nested forward primer 37DVF 
<400> 395 

tcggatccaa acggtcactc tcaac 25 

<210> 396 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> 2nd PCR nested reverse primer 3 8DVR 
<400> 396 

tcggaattcc cagcacttgg ctacag 26 

<210> 397 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 194NSF 
<400> 397 

cccggatccg acaggccaaa ggaaaagc 2 8 

<210> 398 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 195NSR 
<400> 398 

gatgaattca ttacccctgc ggaccaccat g 31 

<210> 399 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 275GF 
<400> 399 

gagagatctg ctcagtgatg atttttg 27 
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<210> 400 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 276GR 
<400> 400 

ccggaattca tgtaccataa caatttc 27 

<210> 401 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 290KIF 
<400> 401 

agaggatcct caatgaaatg attgc 25 

<210> 402 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 291KIR 
<400> 402 

tctgaattcc aatttggtag accacttc 28 

<210> 403 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 161KIF 
<400> 403 

cctggatccc cccatcgtta tccacagc 28 

<210> 404 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 162KIR 
<400> 404 

gaggaattct ccagggctgt ggtccg 2 6 

<210> 405 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> forward primer 155NOF 



<400> 405 

agcggatcca gcccaatgtc atttc 25 

<210> 406 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 156NOR 

<400> 406 

gaagaattca gggcccctca gaatg 25 

<210> 407 
<211> 4 
<212> PRT 

<213> Arttificial Sequence 



<220> 

<223> PDZ domain signature sequence 



<400> 407 
Gly Leu Gly Phe 
1 



<210> 408 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MBPAcl-16 peptide 

<221> MOD_RES 

<222> (1) ... (1) 

<223> Xaa = acetyl -alanine 



<400> 408 

Xaa Ser Gin Lys Arg Pro Ser Gin Arg His Gly Ser Lys Tyr Leu Ala 
15 10 15 



<210> 409 
<211> 19 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PL peptide 
<400> 409 

lie Ser Lys Ala Thr Pro Ala Leu Pro Thr Val Ser lie Ser Ser Ser 

1 5 10 15 

Ala Glu Val 
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<210> 410 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 410 

lie Ser Gly Thr Pro Thr Ser Thr Met Val His Gly Met Thr Ser Ser 

15 10 15 

Ser Ser Val Val 
20 

<210> 411 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 411 

Cys Ala lie Ser Gly Thr Ser Ser Asp Arg Gly Tyr Gly Ser Pro Arg 

15 10 15 

Tyr Ala Glu Val 
20 

<210> 412 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 412 

Ser Val Phe Ser lie Pro Thr Leu Trp Ser Pro Trp Pro Pro Ser Ser 

1 5 10 15 

Ser Ser Gin Leu 
20 

<210> 413 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 413 

Ser Glu Lys Lys Thr Ser Gin Ser Pro His Arg Phe Gin Lys Thr Cys 

1 5 10 15 

Ser Pro lie 



<210> 414 

<211> 18 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> PL peptide 
<400> 414 

Ser Pro Gin Pro Asp Ser Thr Asp Asn Asp Asp Tyr Asp Asp lie Ser 

1 5 10 15 

Ala Ala 



<210> 415 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 415 

Gin Ala Thr Ser Arg Asn Gly His Ser Ala Arg Gin His Val Val Ala 

15 10 15 

Asp Thr Glu Leu 
20 

<210> 416 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 416 

Pro Asp Lys Phe Leu Gin Cys Val Lys Asn Pro Glu Asp Ser Ser Cys 

15 10 15 

Thr Ser Glu lie 
20 

<210> 417 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 417 

Gin Phe Met Thr Ala Asp Glu Thr Arg Asn Leu Gin Asn Val Asp Met 

15 10 15 

Lys lie Gly Val 
20 

<210> 418 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
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<400> 418 

Lys Lys Gly Thr Tyr Leu Thr Asp Glu Thr His Arg Glu Val Lys Phe 

15 10 15 

Thr Ser Leu 



<210> 419 

<211> 19 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 

<400> 419 
Pro Tyr Gly Thr Ala Met Glu Lys 

1 5 
Ser Asp Ala 



Ala Gin Leu Lys Pro Pro Ala Thr 
10 15 



<210> 420 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 420 

His Lys Ala Glu lie His Ala Gin Pro Ser Asp Lys Glu Arg Leu Thr 

15 10 15 

Ser Asp Ala 



<210> 421 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 421 

Lys Asp lie Thr Ser Asp Ser Glu Asn Ser Asn Phe Arg Asn Glu lie 

1 5 10 15 

Gin Ser Leu Val 
20 

<210> 422 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 422 

Thr Ser Gly Thr Gly His Asn Gin Thr Arg Ala Leu Arg Ala Ser Glu 

15 10 15 

Ser Gly lie 



<210> 423 
<211> 19 
<212i PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 423 

Glu Arg Leu Lys Leu Glu Pro His Glu Gly Leu Leu Leu Arg Phe Pro 

15 10 15 

Tyr Ala Ala 



<210> 424 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 424 

Ser Thr Asn His Ser lie Gly Ser Thr Gin Ser Thr Pro Cys Ser Thr 

15 10 15 

Ser Ser Met Ala 
20 

<210> 425 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 425 

Ala Arg Lys Ala Asn Met Lys Gly Ser Tyr Ser Leu Val Glu Ala Gin 

15 10 15 

Lys Ser Lys Val 
20 

<210> 426 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 426 

Pro Lys Gin Ala Asn Gly Gly Ala Tyr Gin Lys Pro Thr Lys Gin Glu 

15 10 15 

Glu Phe Tyr Ala 
20 

<210> 427 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> PL peptide 



<400> 427 

Glu Asn Leu Ala Pro Val Thr Thr Phe Gly Lys Thr Asn Gly Tyr lie 

15 10 15 

Ala 



<210> 428 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 428 

Asp Leu Gly Asn Met Glu Glu Asn Lys Lys Leu Glu Glu Asn Asn His 

15 10 15 

Lys Thr Glu Ala 
20 

<210> 429 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 429 

Gin Glu Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly 

15 10 15 

Gly Cys Glu Leu 
20 

<210> 430 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 430 

Thr Arg Glu Asp lie Tyr Val Asn Tyr Pro Thr Phe Ser Arg Arg Pro 

15 10 15 

Lys Thr Arg Val 
20 

<210> 431 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
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<400> 431 

Ser Ser Lys Ser Lys Ser Ser Glu Glu Ser Gin Thr Phe Phe Gly Leu 

15 10 15 

Tyr Lys Leu 



<210> 432 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 432 

Tyr Ser Ala Thr Tyr Ser Glu Leu Glu Asp Pro Gly Glu Met Ser Pro 

15 10 15 

Pro lie Asp Leu 
20 

<210> 433 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 433 

lie Ser Lys Leu Gly lie Ser Gly Asp lie Asp Leu Thr Ser Ala Ser 

15 10 15 

Tyr Thr Met lie 
20 

<210> 434 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 434 

Leu Asn Phe Pro Leu Leu Gin Gly lie Arg Val His Gly Met Glu Ala 

15 10 15 

Leu Gly Ser Phe 
20 

<210> 435 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 

i 

<400> 435 

Glu Val lie Cys Tyr lie Glu Lys Pro Gly Val Glu Thr Leu Glu Asp 

1 5 10 15 

Ser Val Phe 
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<210> 436 

<211> 19 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PL peptide 



<400> 436 

Ala Arg His Arg Val Thr Ser Tyr Thr Ser Ser Ser Val Asn Val Ser 

15 10 15 

Ser Asn Leu 



<210> 437 

<211> 19 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PL peptide 



<400> 437 

Lys Asp Ser Arg Pro Ser Phe Val Gly Ser Ser Ser Gly His Thr Ser 

15 10 15 

Thr Thr Leu 



<210> 438 

<211> 19 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PL peptide 
<400> 438 

Ala Trp Asp Asp Ser Ala Arg Ala Ala Gly Gly Gin Gly Leu His Val 

15 10 15 

Thr Ala Leu 



<210> 439 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 



<400> 439 

Gly Thr Ser Asp Met Lys Asp Leu Val Gly Asn lie Glu Gin Asn Glu 

15 10 15 

His Ser Val lie 
20 



<210> 440 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> PL peptide 
<400> 440 

Ser Phe Pro Pro Cys Gly His Arg Glu Asn Val Pro Gly Gin Ser Leu 

15 10 15 

Val Ser Phe Val 
20 

<210> 441 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 441 

Thr Thr Asn Asn Asn Pro Asn Ser Ala Val Asn lie Lys Lys lie Phe 

1 5 10 15 

Thr Asp Val 



<210> 442 

<211> 20 >> 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 442 

Leu Asn Ser Cys Ser Asn Arg Arg Val Tyr Lys Lys Met Pro Ser lie 

15 10 15 

Glu Ser Asp Val 
20 

<210> 443 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 443 

Thr Phe Ala Ala Gly Phe Asn Ser Thr Gly Leu Pro His Ser Thr Thr 

15 10 15 

Arg Val 



<210> 444 

<211> 19 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
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<400> 444 

Gin Gly Asp Pro Ala Leu Gin Asp Ala Gly Asp Ser Ser Arg Lys Glu 

15 10 15 

Tyr Phe lie 



<210> 445 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 445 

Ser Ser Ala Lys Ser Ser Asn Lys Asn Lys Lys Asn Lys Asp Lys Glu 

1 5 10 15 

Tyr Tyr Val 



<210> 446 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 446 

Gly Glu Arg Lys Pro Ser Ser Ala Ala Tyr Gin Lys Ala Pro Thr Lys 

15 10 15 

Glu Phe Tyr Ala 
20 

<210> 447 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 447 

Leu Ala Ser Lys Ser Ala Glu Glu Gly Lys Gin lie Pro Asp Ser Leu 

15 10 15 

Ser Thr Asp Leu 
20 

<210> 448 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 448 

Leu Glu Arg Val Ser Ser Thr Ser Pro Ser Thr Gly Glu His Glu Leu 

15 10 15 

Ser Ala Gly Phe 
20 



101 



<210> 449 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 449 

Gly Lys Gly Lys Ser lie Gly Arg Ala Pro Glu Ala Ser Leu Gin Asp 

15 10 15 

Lys Glu Gly Ala 
20 

<210> 450 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 450 

Leu Glu Arg Thr Ser Ser Val Ser Pro Ser Thr Ala Glu Pro Glu Leu 

1 5 10 15 

Ser lie Val Phe 
20 

<210> 451 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 451 

Asp Thr Pro Ser Ser Ser Tyr Thr Gin Ser Thr Met Asp His Asp Leu 

15 10 15 

His Asp Ala Leu 
20 

<210> 452 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PL peptide 
<400> 452 

Pro Ser Trp Arg Arg Ser Ser Leu Ser Glu Ser Glu Asn Ala Thr Ser 

15 10 15 

Leu Thr Thr Phe 
20 

<210> 453 
<211> 19 
<212> PRT 

<213> Artificial Sequence 



102 



<220> 

<223> PL peptide 
<400> 453 

Ser Ser Gly Gly Arg Ala Arg His Ser Tyr His His Pro Asp Gin Asp 

15 10 15 

His Trp Cys 



<210> 454 

<211> 19 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PL peptide 



<400> 454 

Val Thr Ser Pro Asn Lys His Leu Gly Leu Val Thr Pro His Lys Thr 

15 10 15 

Glu Leu Val 



<210> 455 
<211> 19 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PL. peptide 



<400> 455 

Ser Ser Ser Gin Ser Leu Glu Ser Asp Gly Ser Tyr Gin Lys Pro Ser 

15 10 15 

Tyr lie Leu 



<210> 456 
<211> 20 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PL peptide 
<400> 456 

Ser Met Gin Pro Asp Asn Ser Ser Asp Ser Asp Tyr Asp Leu His Gly 

15 10 15 

Ala Gin Arg Leu 
20 



<210> 457 
<211> 17 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PL peptide 



<400> 457 

Thr lie Tyr Glu Asn Leu Ala Pro Val Thr Thr Phe Gly Lys Thr lie 

15 10 15 

Ala 



<210> 458 
<211> 20 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PL peptide 
<400> 458 

Gin lie Ser Pro Gly Gly Leu Glu Pro Pro Ser Glu Lys His Phe Arg 

15 10 15 

Glu Thr Glu Val 
20 



<210> 459 

<211> 19 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PL peptide 
<400> 459 

Ser Trp Arg Arg Ser Ser Leu Ser Glu Ser Glu Asn Ala Thr Ser Leu 

15 10 15 

Thr Thr Phe 



<210> 460 
<211> 20 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PL peptide 



<400> 460 

Lys Glu Asn Asp Tyr Glu Ser lie Ser Asp Leu Gin Gin Gly Arg Asp 

1 5 10 15 

lie Thr Arg Leu 
20 



<210> 461 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> PDZ ligand 

<400> 461 
Lys Glu Gly Ala 
1 



104 



<210> 462 
<211> 15 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> linker 



<400> 462 

Leu Gin Ser Thr Val Pro Arg Ala Arg Asp Pro Pro Val Ala Thr 
15 10 15 



<210> 463 
<211> 10 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> linker 



<400> 463 

Leu Asp Pro Gly Tyr Pro Pro Val Ala Thr 
15 10 



<210> 464 
<211> 341 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> DVL1 Construct (N-P) 



<400> 464 



Met 


Ala 


Glu 


Thr 


Lys 


He 


He 


Tyr 


His 


Met 


Asp 


Glu 


Glu 


Glu 


Thr 


Pro 


1 








5 










10 










15 




Tyr 


Leu 


Val 


Lys 


Leu 


Pro 


Val 


Ala 


Pro 


Glu 


Arg 


Val 


Thr 


Leu 


Ala 


Asp 








20 










25 










30 






Phe 


Lys 


Asn 


Val 


Leu 


Ser 


Asn 


Arg 


Pro 


Val 


His 


Ala 


Tyr 


Lys 


Phe 


Phe 






35 










40 










45 








Lys 


Ser 


Met 


Asp 


Gin 


Asp 


Phe 


Gly 


Val 


Val 


Lys 


Glu 


Glu 


He 


Phe 


Asp 




50 










55 










60 










Asp 


Asn 


Ala 


Lys 


Leu 


Pro 


Cys 


Phe 


Asn 


Gly 


Arg 


Val 


Val 


Ser 


Trp 


Leu 


65 










70 










75 










*80 


Val 


Leu 


Val 


Glu 


Gly 


Ala 


His 


Ser 


Asp 


Ala 


Gly 


Ser 


Gin 


Gly 


Thr 


Asp 










85 










90 










95 




Ser 


His 


Thr 


Asp 


Leu 


Pro 


Pro 


Pro 


Leu 


Glu 


Arg 


Thr 


Gly 


Gly 


He 


Gly 








100 










105 










110 






Asp 


Ser 


Arg 


Ser 


Pro 


Ser 


Phe 


Gin 


Pro 


Asp 


Val 


Ala 


Ser 


Ser 


Arg 


Asp 






115 










120 










125 








Gly 


Met 


Asp 


Asn 


Glu 


Thr 


Gly 


Thr 


Glu 


Ser 


Met 


Val 


Ser 


His 


Arg 


Arg 




130 










135 










140 










Asp 


Arg 


Ala 


Arg 


Arg 


Arg 


Asn 


Arg 


Glu 


Glu 


Ala 


Ala 


Arg 


Thr 


Asn 


Gly 


145 










150 










155 










160 


His 


Pro 


Arg 


Gly 


Asp 


Arg 


Arg 


Arg 


Asp 


Val 


Gly 


Leu 


Pro 


Pro 


Asp 


Ser 










165 










170 










175 




Ala 


Ser 


Thr 


Ala 


Leu 


Ser 


Ser 


Glu 


Leu 


Glu 


Ser 


Ser 


Ser 


Phe 


Val 


Asp 








180 










185 










190 






Ser 


Asp 


Glu 


Asp 


Asp 


Ser 


Thr 


Ser 


Arg 


Leu 


Ser 


Ser 


Ser 


Thr 


Glu 


Gin 






195 










200 










205 








Ser 


Thr 


Ser 


Ser 


Arg 


Leu 


He 


Arg 


Lys 


His 


Lys 


Arg 


Arg 


Arg 


Arg 


Lys 




210 










215 










220 











105 



Gin 


Arg 


Leu 


Arg 


Gin 


Ala 


Asp 


Arg 


Ala 


Ser 


Ser 


Phe 


Ser 


Ser 


Met 


Thr 


225 










230 










235 










240 


Asp 


Ser 


Thr 


Met 


Ser 


Leu 


Asn 


He 


He 


Thr 


Val 


Thr 


Leu 


Asn 


Met 


Glu 










245 










250 










255 






His 


His 


Phe 


Leu 


Gly 


He 


Cys 


He 


Val 


Gly 


Gin 


Ser 


Asn 


Asp 


Arg 








260 










265 










270 






Glv 


ASD 


Glv 


Gly 


He 


Tyr 


He 


Gly 


Ser 


He 


Met 


Lys 


Gly 


Gly 


Ala 


Val 






275 










280 










285 








Ala 


Ala 


Asp 


Gly 


Arg 


He 


Glu 


Pro 


Gly 


Asp 


Met 


Leu 


Leu 


Gin 


Val 


Asn 




290 










295 










300 










Asp 


Val 


Asn 


Phe 


Glu 


Asn 


Met 


Ser 


Asn 


Asp 


Asp 


Ala 


Val 


Arg 


Val 


Leu 


305 










310 










315 










320 


Arg 


Glu 


He 


Val 


Ser 


Gin 


Thr 


Gly 


Pro 


He 


Ser 


Leu 


Thr 


Val 


Ala 


Lys 










325 










330 










335 




Cys 


Trp 


Asp 


Pro 


Thr 

























340 



<210> 465 

<211> 198 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> DVL1 Construct (N) 



<400> 465 



Met 


Ala 


Glu 


Thr 


Lys 


He 


He 


Tyr 


His 


Met 


Asp 


Glu 


Glu 


Glu 


Thr 


Pro 


1 








5 










10 










15 




Tyr 


Leu 


Val 


Lys 


Leu 


Pro 


Val 


Ala 


Pro 


Glu 


Arg 


Val 


Thr 


Leu 


Ala 


Asp 








20 










25 










30 






Phe 


Lys 


Asn 


Val 


Leu 


Ser 


Asn 


Arg 


Pro 


Val 


His 


Ala 


Tyr 


Lys 


Phe 


Phe 






35 










40 










45 








Phe 


Lys 


Ser 


Met 


Asp 


Gin 


Asp 


Phe 


Gly 


Val 


Val 


Lys 


Glu 


Glu 


He 


Phe 




50 










55 










60 










Asp 


Asp 


Asn 


Ala 


Lys 


Leu 


Pro 


Cys 


Phe 


Asn 


Gly 


Arg 


Val 


Val 


Ser 


Trp 


65 










70 










75 










80 


Leu 


Val 


Leu 


Val 


Glu 


Gly 


Ala 


His 


Ser 


Asp 


Ala 


Gly 


Ser 


Gin 


Gly 


Thr 










85 










90 










95 




Asp 


Ser 


His 


Thr 


Asp 


Leu 


Pro 


Pro 


Pro 


Leu 


Glu 


Arg 


Thr 


Gly 


Gly 


He 








100 










105 










110 






Gly 


Asp 


Ser 


Arg 


Ser 


Pro 


Ser 


Phe 


Gin 


Pro 


Asp 


Val 


Ala 


Ser 


Ser 


Arg 






115 










120 










125 








Asp 


Gly 


Met 


Asp 


Asn 


Glu 


Thr 


Gly 


Thr 


Glu 


Ser 


Met 


Val 


Ser 


His 


Arg 




130 










135 










140 










Arg 


Asp 


Arg 


Ala 


Arg 


Arg 


Arg 


Asn 


Arg 


Glu 


Glu 


Ala 


Ala 


Arg 


Thr 


Asn 


145 










150 










155 










160 


Gly 


His 


Pro 


Arg 


Gly 


Asp 


Arg 


Arg 


Arg 


Asp 


Val 


Gly 


Leu 


Pro 


Pro 


Asp 










165 










170 










175 




Ser 


Ala 


Ser 


Thr 


Ala 


Leu 


Ser 


Ser 


Glu 


Leu 


Glu 


Ser 


Ser 


Ser 


Phe 


Val 








180 










185 










190 






Asp 


Ser 


Asp 


Glu 


Asp 


Gly 























195 

<210> 466 

<211> 97 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> DVL1 Construct (P) 



106 





<400> 


466 










Ser 


Leu 


Asn 


He 


He 


Thr 


Val 


Thr 


1 








5 








Leu 


Gly 


He 


Cys 


He 


Val 


Gly 


Gin 








20 










lie 


Tyr 


He 


Gly 


Ser 


He 


Met 


Lys 






35 










40 


Arg 


He 


Glu 


Pro 


Gly Asp 


Met 


Leu 




50 










55 




Glu 


Asn 


Met 


Ser 


Asn 


Asp 


Asp 


Ala 


65 










70 






Ser 


Gin 


Thr 


Gly 


Pro 


He 


Ser 


Leu 










85 








Thr 


















<210> 


467 












<211> 


427 












<212> 


PRT 












<213> 


Artificial Sequence 




<220> 














<223> 


KIAA 0751 Construct 




<400> 


467 










Met 


Met 


Tyr 


Phe 


Gly 


Gly 


His 


Ser 


1 








5 








Glu 


Pro 


Gin 


He 


Lys 


Asp 


Ser 


Gly 








20 










Leu 


Asn 


Glu 


Glu 


His 


Ser 


His 


Ser 






35 










40 


Pro 


Ser 


Lys 


Asp 


Gly 


Asp 


Arg 


Leu 




50 










55 




Arg 


Leu 


Lys 


Asp 


Gly 


Ser 


Val 


Pro 


65 










70 






Leu 


Lys 


Val 


Val 


Gly 


Gly 


Lys 


Met 










85 








Phe 


He 


Thr 


Lys 


Val 


Lys 


Lys 


Gly 








100 










Leu 


Arg 


Pro 


Gly 


Asp 


Glu 


Val 


Leu 






115 










120 


Gly 


Ala 


Thr 


Phe 


Glu 


Glu 


Val 


Tyr 




130 










135 




Glu 


Pro 


Gin 


Val 


Glu 


Leu 


Val 


Val 


145 










150 






Arg 


He 


Pro 


Asp 


Ser 


Thr 


His 


Ala 










165 








Phe 


Glu 


Ser 


Gin 


Lys 


Met 


Asp 


Arg 








180 










Met 


Ser 


Pro 


Gly 


Met 


Leu 


Arg 


Asp 






195 










200 


Leu 


Ser 


He 


Lys 


Leu 


Trp 


Phe 


Asp 




210 










215 




Thr 


He 


Leu 


Gly 


Ala 


Lys 


Asp 


Leu 


2 2 5 










230 






Arg 


Asn 


Pro 


Tyr 


Val 


Lys 


He 


Tyr 










245 








Asn 


Lys 


Arg 


Arg 


Thr 


Lys 


Thr 


Val 








260 










Asn 


Gin 


Thr 


Phe 


He 


Tyr 


Ser 


Pro 






275 










280 



Leu 


Asn 


Met 


Glu 


Arg 


His 


His 


Phe 




10 










15 




Ser 


Asn 


Asp 


Arg 


Gly 


Asp 


Gly 


Gly 


25 










30 






Gly 


Gly 


Ala 


Val 


Ala 


Ala 


Asp 


Gly 










45 








Leu 


Gin 


Val 


Asn 


Asp 


Val 


Asn 


Phe 








60 










Val 


Arg 


Val 


Leu 


Arg 


Glu 


He 


Val 






75 










80 


Thr 


Val 


Ala 


Lys 


Cys 


Trp 


Asp 


Pro 




90 










95 




(N-J) 














Leu 


Glu 


Glu 


Asp 


Leu 


Glu 


Trp 


Ser 




10 










15 




Val 


Asp 


Thr 


Cys 


Ser 


Ser 


Thr 


Thr 


25 










30 






Asp 


Lys 


His 


Pro 


Val 


Thr 


Trp 


Gin 










45 








He 


Gly 


Arg 


He 


Leu 


Leu 


Asn 


Lys 








60 










Arg 


Asp 


Ser 


Gly 


Ala 


Met 


Leu 


Gly 






75 










80 


Thr 


Glu 


Ser 


Gly 


Arg 


Leu 


Cys 


Ala 




90 










95 




Ser 


Leu 


Ala 


Asp 


Thr 


Val 


Gly 


His 


105 










110 






Glu 


Trp 


Asn 


Gly Arg 


Leu 


Leu 


Gin 










125 








Asn 


He 


He 


Leu 


Glu 


Ser 


Lys 


Pro 








140 










Ser 


Arg 


Pro 


He 


Gly Asp 


He 


Pro 






155 










160 


Gin 


Leu 


Glu 


Ser 


Ser 


Ser 


Ser 


Ser 




170 










175 




Pro 


Ser 


He 


Ser 


Val 


Thr 


Ser 


Pro 


185 










190 






Val 


Pro 


Gin 


Phe 


Leu 


Ser 


Gly 


Gin 










205 








Lys 


val 


Gly 


His 


Gin 


Leu 


He 


Val 








220 










Pro 


Ser 


Arq 


Glu 


Asp 


Gly 


Arg 


Pro 






235 










240 


Phe 


Leu 


Pro 


Asp 


Arg 


Ser 


Asp 


Lys 




250 










255 




Lys 


Lys 


Thr 


Leu 


Glu 


Pro 


Lys 


Trp 


265 










270 






Val 


His 


Arg 


Arg 


Glu 


Phe 


Arg 


Glu 










285 









107 



Ara 


Met Leu 


Glu 


He 


Thr 


Leu 


Trp 


Aso 


Gin 


Ala 


Ara 


Val 


Ara 


Glu 


Glu 




2 90 








2 95 










3 00 










Glu 


Ser Glu 


Phe 


Leu 


Gly 


Glu 


He 


Leu 


He 


Glu 


Leu 


Glu 


Thr 


Ala 


Leu 


3 05 








310 










315 










320 


Leu 


Asp Asp 


Glu 


Pro 


His 


Trp 


Tyr 


Lys 


Leu 


Gin 


Thr 


His 


Asp 


Val 


Ser 








325 










330 










335 




Ser 


Leu Pro 


Leu 


Pro 


His 


Pro 


Ser 


Pro 


Tyr 


Met 


Pro 


Arg 


Arg 


Gin 


Leu 






340 










345 










350 






His 


Gly Glu 


Ser 


Pro 


Thr 


Arg 


Arg 


Leu 


Gin 


Arq 


Ser 


Lys 


Arg 


He 


Ser 




355 










360 










365 








Asp 


Ser Glu 


Val 


Ser 


Asp 


Tyr 


Asp 


Cys 


Asp 


Asp 


Gly 


He 


Gly 


Val 


Val 




370 








375 










380 










Ser 


Asp Tyr 


Arg 


His 


Asp 


Gly 


Arg 


Asp 


Leu 


Gin 


Ser 


Ser 


Thr 


Leu 


Ser 


385 








390 










395 










400 


Val 


Pro Glu 


Gin 


Val 


Met 


Ser 


Ser 


Asn 


His 


Cys 


Ser 


Pro 


Ser 


Gly 


Ser 








405 










410 










415 




Pro 


His Arg 


Val 


Asp 


Val 


He 


Gly 


Arg 


Thr 


Thr 
















420 










425 


















<210> 


468 




























<211> 


92 




























<2 12 > 


PRT 




























<213> 


Artificial Sequence 




















<220> 






























<2 2 3 > 


KIAA 0751 Construct 


(P) 


















<4 00 > 


468 


























Leu 


Lys Asp 


Gly 


Ser 


Val 


Pro 


Arg 


Asp 


Ser 


Gly 


Ala 


Met 


Leu 


Gly 


Leu 


1 






5 










10 










15 




Lys 


Val Val 


Gly 


Gly 


Lys 


Met 


Thr 


Glu 


Ser 


Gly 


Arg 


Leu 


Cys 


Ala 


Phe 






20 










25 










30 






lie 


Thr Lys 


Val 


Lys 


Lys 


Gly 


Ser 


Leu 


Ala 


Asp 


Thr 


Val 


Gly 


His 


Leu 




35 










40 










45 








Arg 


Pro Gly 


Asp 


Glu 


Val 


Leu 


Glu 


Trp 


Asn 


Gly 


Arg 


Leu 


Leu 


Gin 


Gly 




50 








55 










60 










Ala 


Thr Phe 


Glu 


Glu 


Val 


Tyr 


Asn 


He 


He 


Leu 


Glu 


Ser 


Lys 


Pro 


Glu 


65 








70 










75 










80 


Pro 


Gin Val 


Glu 


Leu 


Val 


Val 


Ser 


Arg 


Pro 


He 


Ala 
















85 










90 
















<210> 


469 




























<211> 


251 




























<212 > 


PRT 




























<213> 


Artificial 


Sequence 




















<220> 






























<22 3 > 


PAR 6 Construct 


(N-P) 




















<4 00 > 


469 


























Met 


Ala Arg 


Pro 


Gin 


Arg 


Thr 


Pro 


Ala 


Arq 


Ser 


Pro 


Asp 


Ser 


He 


Val 


1 






5 










10 










15 




Glu 


Val Lys 


Ser 


Lys 


Phe 


Asp 


Ala 


Glu 


Phe 


Ara 


Ara 


Phe 


Ala 


Leu 


Pro 






20 










25 










30 






Arg 


Ala Ser 


Val 


Ser 


Gly 


Phe 


Gin 


Glu 


Phe 


Ser 


Arg 


Leu 


Leu 


Arg 


Ala 




35 










40 










45 








Val 


His Gin 


He 


Pro 


Gly 


Leu 


Asp 


Val 


Leu 


Leu 


Gly 


Tyr 


Thr 


Asp 


Ala 




50 








55 










60 










His 


Gly Asp 


Leu 


Leu 


Pro 


Leu 


Thr 


Asn 


Asp 


Asp 


Ser 


Leu 


His 


Arg 


Ala 


65 








70 










75 










80 



108 



Leu 


Ala 


Ser 


Gly 


Pro 


Pro 


Pro 


Leu 


Arg 


Leu 


Leu 


Val 


Gin 


Lys 


Arg 


Glu 










85 










90 










95 




Ala 


Asp 


Ser 


Ser 


Gly 


Leu 


Ala 


Phe 


Ala 


Ser 


Asn 


Ser 


Leu 


Gin 


Arg 


Arg 








100 










105 










110 






Lys 


Lys 


Gly 


Leu 


Leu 


Leu 


Arg 


Pro 


Val 


Ala 


Pro 


Leu 


Arg 


Thr 


Arg 


Pro 






115 










120 










125 








Pro 


Leu 


Leu 


He 


Ser 


Leu 


Pro 


Gin 


Asp 


Phe 


Arg 


Gin 


Val 


Ser 


Ser 


Val 




130 










135 










140 










He 


Asp 


Val 


Asp 


Leu 


Leu 


Pro 


Glu 


Thr 


His 


Arg 


Arg 


Val 


Arg 


Leu 


His 


145 










150 










155 










160 


Lys 


His 


Gly 


Ser 


Asp 


Arg 


Pro 


Leu 


Gly 


Phe 


Tyr 


He 


Arg 


Asp 


Gly 


Met 










165 










170 










175 




Ser 


Val 


Arg 


Val 


Ala 


Pro 


Gin 


Gly 


Leu 


Glu 


Arg 


Val 


Pro 


Gly 


He 


Phe 








180 










185 










190 






He 


Ser 


Arg 


Leu 


Val 


Arg 


Gly 


Gly 


Leu 


Ala 


Glu 


Ser 


Thr 


Gly 


Leu 


Leu 






195 










200 










205 








Ala 


Val 


Ser 


Asp 


Glu 


He 


Leu 


Glu 


Val 


Asn 


Gly 


He 


Glu 


Val 


Ala 


Gly 




210 










215 










220 










Lys 


Thr 


Leu 


Asp 


Gin 


Val 


Thr 


Asp 


Met 


Met 


Val 


Ala 


Asn 


Ser 


His 


Asn 


225 










230 










235 










240 


Leu 


He 


Val 


Thr 


Val 


Lys 


Pro 


Ala 


Asn 


Gin 


Arg 













<210> 470 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PAR 6 Construct (N) 



<400> 470 

Met Ala Arg Pro Gin Arg Thr Pro Ala Arg Ser Pro Asp Ser He Val 

15 10 15 

Glu Val Lys Ser Lys Phe Asp Ala Glu Phe Arg Arg Phe Ala Leu Pro 

20 25 30 

Arg Ala Ser Val Ser Gly Phe Gin Glu Phe Ser Arg Leu Leu Arg Ala 

35 40 45 

Val His Gin He Pro Gly Leu Asp Val Leu Leu Gly Tyr Thr Asp Ala 

50 55 60 

His Gly Asp Leu Leu Pro Leu Thr Asn Asp Asp Ser Leu His Arg Ala 
65 70 75 80 

Leu Ala Ser Gly Pro Pro Pro Leu Arg Leu Leu Val Gin Lys Arg Glu 

85 90 95 

Ala Asp Ser Ser Gly Leu Ala Phe Ala Ser Asn Ser Leu Gin Arg Arg 

100 105 110 

Lys Lys Gly Leu Leu Leu Arg Pro Val Ala Pro Leu Arg Thr Arg Pro 

115 120 125 

Pro Leu Leu He Ser Leu Pro Gin Asp Arg Gin Val Ser Ser Val He 

130 135 140 

Asp Val 
145 



<210> 471 
<211> 97 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PAR 6 Construct (P) 



109 





<400> 


471 


























Arg 


Arq 


Val 


Arg 


Leu 


His 


Lys 


His 


Gly 


Ser 


Asp 


Arg 


Pro 


Leu 


Gly 


Phe 


x 








5 










10 










15 




Tvr 


lie 


Arq 


ASD 
20 


Glv 


Met 


Ser 


Val 


Arq 
25 


Val 


Ala 


Pro 


Gin 


Gly 
30 


Leu 


Glu 


Arg 


Val 


Pro 
35 


Gly 


He 


Phe 


He 


Ser 
4 0 


Arg 


Leu 


Val 


Arg 


Gly 
45 


Gly 


Leu 


Ala 


Glu 


Ser 
50 


Thr 


Gly 


Leu 


Leu 


Ala 
55 


Val 


Ser 


Asp 


Glu 


He 
60 


Leu 


Glu 


Val 


Asn 


Gly 


He 


Glu 


Val 


Ala 


Gly 


Lys 


Thr 


Leu 


Asp 


Gin 


Val 


Thr 


Asp 


Met 


Met 


65 










70 










75 










80 


Val 


Ala 


Asn 


Ser 


His 
85 


Asn 


Leu 


He 


Val 


Thr 
90 


Val 


Lys 


Pro 


Ala 


Asn 
95 


Gin 



Arg 



<210> 472 
<211> 442 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PSD95 Construct (N-P3) 



<400> 472 



Met 


Ser 


Gin 


Arq 


Pro 


Arq 


Ala 


Pro 


Arq 


Ser 


Ala 


Leu 


Trp 


Leu 


Leu 


Ala 


1 








5 










10 










15 




Pro 


Pro 


Leu 


Leu 


Arq 


Trp 


Ala 


Pro 


Pro 


Leu 


Leu 


Thr 


Val 


Leu 


His 


Ser 








20 










25 










30 






Asp 


Leu 


Phe 


Gin 


Ala 


Leu 


Leu 


Asp 


He 


Leu 


Asp 


Tyr 


Tyr 


Glu 


Ala 


Ser 






35 










40 










45 








Leu 


Ser 


Glu 


Ser 


Gin 


Lys 


Tyr 


Arg 


Tyr 


Gin 


Asp 


Glu 


Asp 


Thr 


Pro 


Pro 




50 










55 










60 










Leu 


Glu 


His 


Ser 


Pro 


Ala 


His 


Leu 


Pro 


Asn 


Gin 


Ala 


Asn 


Ser 


Pro 


Pro 


65 










70 










75 










80 


Val 


He 


Val 


Asn 


Thr 


Asp 


Thr 


Leu 


Glu 


Ala 


Pro 


Gly 


Tyr 


Glu 


Leu 


Gin 










85 










90 










95 




Val 


Asn 


Gly 


Thr 


Glu 


Gly 


Glu 


Met 


Glu 


Tyr 


Glu 


Glu 


He 


Thr 


Leu 


Glu 








100 










105 










110 






Arg 


Gly 


Asn 


Ser 


Gly 


Leu 


Gly 


Phe 


Ser 


He 


Ala 


Gly 


Gly 


Thr 


Asp 


Asn 






115 










120 










125 








Pro 


His 


He 


Gly 


Asp 


Asp 


Pro 


Ser 


He 


Phe 


He 


Thr 


Lys 


He 


He 


Pro 




130 










135 










140 










Gly 


Gly 


Ala 


Ala 


Ala 


Gin 


Asp 


Gly 


Arg 


Leu 


Arg 


Val 


Asn 


Asp 


Ser 


He 


145 










150 










155 










160 


Leu 


Phe 


Val 


Asn 


Glu 


Val 


Asp 


Val 


Arg 


Glu 


Val 


Thr 


His 


Ser 


Ala 


Ala 










165 










170 










175 




Val 


Glu 


Ala 


Leu 


Lys 


Glu 


Ala 


Gly 


Ser 


He 


Val 


Arg 


Leu 


Tyr 


Val 


Met 








180 










185 










190 






Arg 


Arg 


Lys 


Pro 


Pro 


Ala 


Glu 


Lys 


Val 


Met 


Glu 


He 


Lys 


Leu 


He 


Lys 






195 










200 










205 








Gly 


Pro 


Lys 


Gly 


Leu 


Gly 


Phe 


Ser 


He 


Ala 


Gly 


Gly 


Val 


Gly 


Asn 


Gin 




210 










215 










220 










His 


He 


Pro 


Gly 


Asp 


Asn 


Ser 


He 


Tyr 


Val 


Thr 


Lys 


He 


He 


Glu 


Gly 


225 










230 










235 










240 


Gly 


Ala 


Ala 


His 


Lys 


Asp 


Gly 


Arg 


Leu 


Gin 


He 


Gly 


Asp 


Lys 


He 


Leu 










245 










250 










255 




Ala 


Val 


Asn 


Ser 


Val 


Gly 


Leu 


Glu 


Asp 


Val 


Met 


His 


Glu 


Asp 


Ala 


Val 








260 










265 










270 






Ala 


Ala 


Leu 


Lys 


Asn 


Thr 


Tyr 


Asp 


Val 


Val 


Tyr 


Leu 


Lys 


Val 


Ala 


Lys 



275 280 285 



110 



Pro 


Ser 
290 


Asn 


Ala 


Tyr 


Leu 


Ser 
295 


Asp 


Ser 


Tyr 


Ala 


Pro 
300 


Pro 


Asp 


He 


Thr 


Thr 


Ser 


Tyr 


Ser 


Gin 


His 


Leu 


Asp 


Asn 


Glu 


He 


Ser 


His 


Ser 


Ser 


Tyr 


305 










310 










315 










320 


Leu 


Gly 


Thr 


Asp 


Tyr 
325 


Pro 


Thr 


Ala 


Met 


Thr 
330 


Pro 


Thr 


Ser 


Pro 


Arg 
335 


Arg 


Tyr 


Ser 


Pro 


Val 
340 


Ala 


Lys 


Asp 


Leu 


Leu 
345 


Gly 


Glu 


Glu 


Asp 


He 
350 


Pro 


Arg 


Glu 


Pro 


Arg 
355 


Arg 


He 


Val 


He 


His 
360 


Arg 


Gly 


Ser 


Thr 


Gly 
365 


Leu 


Gly 


Phe 


Asn 


He 
370 


Val 


Gly 


Gly 


Glu 


Asp 
375 


Gly 


Glu 


Gly 


He 


Phe 
380 


He 


Ser 


Phe 


He 


Leu 


Ala 


Gly 


Gly 


Pro 


Ala 


Asp 


Leu 


Ser 


Gly 


Glu 


Leu 


Arg 


Lys 


Gly 


Asp 


385 










390 










395 










400 


Gin 


He 


Leu 


Ser 


Val 
405 


Asn 


Gly 


Val 


Asp 


Leu 
410 


Arg 


Asn 


Ala 


Ser 


His 
415 


Glu 


Gin 


Ala 


Ala 


He 
420 


Ala 


Leu 


Lys 


Asn 


Ala 
425 


Gly 


Gin 


Thr 


Val 


Thr 
430 


He 


He 


Ala 


Gin 


Tyr 
435 


Lys 


Pro 


Glu 


Glu 


Tyr 
440 


Ser 


Arg 















<210> 473 
<211> 84 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> CASK Construct (P) 



<400> 473 



Arg 


Leu 


Val 


Gin 


Phe 


Gin 


Lys 


Asn 


Thr 


Asp 


Glu 


Pro 


Met 


Gly 


He Thr 


1 








5 










10 










15 


Leu 


Lys 


Met 


Asn 


Glu 


Leu 


Asn 


His 


Cys 


He 


Val 


Ala 


Arg 


He 


Met His 








20 










25 










30 




Gly 


Gly 


Met 


He 


His 


Arg 


Gin 


Gly 


Thr 


Leu 


His 


Val 


Gly 


Asp 


Glu He 






35 










40 










45 






Arg 


Glu 


He 


Asn 


Gly 


He 


Ser 


Val 


Ala 


Asn 


Gin 


Thr 


Val 


Glu 


Gin Leu 




50 










55 










60 








Gin 


Lys 


Met 


Leu 


Arg 


Glu 


Met 


Arg 


Gly 


Ser 


He 


Thr 


Phe 


Lys 


He Val 


65 










70 










75 








80 


Pro 


Ser 


Tyr 


Arg 

























<210> 474 
<211> 294 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> MPP2/DLG2 Construct (N-SH3) 
<400> 474 

Met Pro Val Ala Ala Thr Asn Ser Glu Thr Ala Met Gin Gin Val Leu 

1 5 10 15 

Asp Asn Leu Gly Ser Leu Pro Ser Ala Thr Gly Ala Ala Glu Leu Asp 

20 25 30 

Leu He Phe Leu Arg Gly He Met Glu Ser Pro He Val Arg Ser Leu 

35 40 45 

Ala Lys Ala His Glu Arg Leu Glu Glu Thr Lys Leu Glu Ala Val Arg 
50 55 60 



111 



Asp 


Asn 


Asn 


Leu 


Glu 


Leu 


Val 


Gin 


Glu 


He 


Leu 


Arg 


Asp 


Leu 


Ala 


Gin 


65 










70 










75 










80 


Leu 


Ala 


Glu 


Gin 


Ser 


Ser 


Thr 


Ala 


Ala 


Glu 


Leu 


Ala 


His 


He 


Leu 


Gin 










85 










90 










95 




Glu 


Pro 


His 


Phe 


Gin 


Ser 


Leu 


Leu 


Glu 


Thr 


His 


Asp 


Ser 


Val 


Ala 


Ser 








100 










105 










110 






Lys 


Thr 


Tyr 


Glu 


Thr 


Pro 


Pro 


Pro 


Ser 


Pro 


Gly 


Leu 


Asp 


Pro 


Thr 


Phe 






115 










120 










125 








Ser 


Asn 


Gin 


Pro 


Val 


Pro 


Pro 


Asp 


Ala 


Val 


Arg 


Met 


Val 


Gly 


He 


Arg 




130 










135 










140 










Lys 


Thr 


Ala 


Gly 


Glu 


His 


Leu 


Gly 


Val 


Thr 


Phe 


Arg 


Val 


Glu 


Gly 


Gly 


145 










150 










155 










160 


Glu 


Leu 


Val 


He 


Ala 


Arg 


He 


Leu 


His 


Gly 


Gly 


Met 


Val 


Ala 


Gin 


Gin 










165 










170 










175 




Gly 


Leu 


Leu 


His 


Val 


Gly 


Asp 


He 


He 


Lys 


Glu 


Val 


Asn 


Gly 


Gin 


Pro 








180 










185 










190 






Val 


Gly 


Ser 


Asp 


Pro 


Arg 


Ala 


Leu 


Gin 


Glu 


Leu 


Leu 


Arg 


Asn 


Ala 


Ser 






195 










200 










205 








Gly 


Ser 


Val 


He 


Leu 


Lys 


He 


Leu 


Pro 


Ser 


Tyr 


Gin 


Glu 


Pro 


His 


Leu 




210 










215 










220 










Pro 


Arg 


Gin 


Val 


Phe 


Val 


Lys 


Cys 


His 


Phe 


Asp 


Tyr 


Asp 


Pro 


Ala 


Arg 


225 










230 










235 










240 


Asp 


Ser 


Leu 


He 


Pro 


Cys 


Lys 


Glu 


Ala 


Gly 


Leu 


Arg 


Phe 


Asn 


Ala 


Gly 










245 










250 










255 




Asp 


Leu 


Leu 


Gin 


He 


Val 


Asn 


Gin 


Asp 


Asp 


Ala 


Asn 


Trp 


Trp 


Gin 


Ala 








260 










265 










270 






Cys 


His 


Val 


Glu 


Gly 


Gly 


Ser 


Ala 


Gly 


Leu 


He 


Pro 


Ser 


Gin 


Leu 


Leu 






275 










280 










285 








Glu 


Glu 


Lys 


Arg 


Lys 


Gly 
























290 
































<210> 


475 




























<211> 


121 




























<212> 


PRT 




























<213> 


Artificial Sequence 




















<220> 






























<223> 


TIP1 Construct 


(N-C) 




















<400> 


475 


























Tyr 


He 


Pro 


Gly 


Gin 


Pro 


Val 


Thr 


Ala 


Val 


Val 


Gin 


Arg 


Val 


Glu 


He 


1 








5 










10 










15 




His 


Lys 


Leu 


Arg 


Gin 


Gly 


Glu 


Asn 


Leu 


He 


Leu 


Gly 


Phe 


Ser 


He 


Gly 








20 










25 










30 






Gly 


Gly 


He 


Asp 


Gin 


Asp 


Pro 


Ser 


Gin 


Asn 


Pro 


Phe 


Ser 


Glu 


Asp 


Lys 






35 










40 










45 








Thr 


Asp 


Lys 


Gly 


He 


Tyr 


Val 


Thr 


Arg 


Val 


Ser 


Glu 


Gly 


Gly 


Pro 


Ala 




50 










55 










60 










Glu 


He 


Ala 


Gly 


Leu 


Gin 


Ser 


Gly 


Asp 


Lys 


He 


Met 


Gin 


Val 


Asn 


Gly 


65 










70 










75 










80 


Trp 


Asp 


Met 


Thr 


Met 


Val 


Thr 


His 


Asp 


Gin 


Ala 


Arg 


Lys 


Arg 


Leu 


Thr 










85 










90 










95 




Lys 


Arg 


Ser 


Glu 


Glu 


Val 


Val 


Arg 


Leu 


Leu 


Val 


Thr 


Arg 


Gin 


Ser 


Leu 








100 










105 










110 






Gin 


Lys 


Ala 


Val 


Gin 


Gin 


Ser 


Met 


Leu 




















115 










120 



















<210> 476 
<211> 28 
<212> DNA 

<213> Artificial Sequence 



112 



<220> 

<223> primer 308 DVF (N 128 - N 155) 

<400> 476 
tcggaattcg tcgcgccatg gcggagac 

<210> 477 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 311 DVR (N 1004 - N 1032) 

<400> 477 
gggaattcgg tcccagcact tggccacag 

<210> 478 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 344 DVF (N 873 - N 900) 

<400> 478 
ccagaattct caacatcgtc actgtcac 

<210> 479 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 345 DVR (N713 - N744) 



<400> 479 
tcggaattcc atcctcgtcc gagtccacaa ag 

<210> 480 

<211> 28 

<212> DNA 

<213> Artificial Sequence 



32 



<220> 

<223> primer 318 KIF (N 1366 - N 1393) 

<400> 480 
agacaattga ggaaatgatg tactttgg 

<210> 481 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 319 KIR (N 1830 - N 1857) 

<400> 481 
gaacaattgc aataggcctt gaaactac 



113 



<210> 482 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 320 KIR (N 2640 -N 2667) 
<400> 482 

acccaattgt agtccttcct ataacatc 28 

<210> 483 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 341 KIF (N 1567 - N 1593) 
<400> 483 

atagaattct aaaagatgga agtgtac 2 7 

<210> 484 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 322 PAF (N 55 - N 82) 
<400> 484 

cccgaattcg ccatggcccg gccgcagag 2 9 

<210> 485 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 324 PAR (N 798 - N 825) 
<400> 485 

cgtgaattcg ctggttggcg ggcttgac 2 8 

<210> 486 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 342 PAF (N 519 - N 548) 
<400> 486 

gaggaattcc gacgggtgcg gctgcacaag 3 0 

<210> 487 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> primer 343 PAR (N 485 - N 516) 

<400> 487 
gcagaattcc cacgtctatg actgaggaaa c 

<210> 488 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 315 PSF (N847 - N876) 
<400> 488 

agagaattca gagatatgtc ccagagacca ag 

<210> 489 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 304 PSR (N 2161 - N 2189) 

<400> 489 
cgagaattct gtactcttct ggtttatac 

<210> 490 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 336 CAF (N 1484 - N 1512) 

<400> 490 
ccagaattcg gctggtacag tttcaaaag 

<210> 491 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 325 CAR (N 1722 - N 1750) 

<400> 491 
actgaattcg gtaacttggc acaatcttg 

<210> 492 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 305 MF (N 58 - N 84) 

<400> 492 
agagaattca gagcccttgc ctccttc* 



115 



<210> 493 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 306 MR (N 798 - N 825) 
<400> 493 

tgagaattcc tttccgcttc tcctccag 28 

<210> 494 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 1318 TIP R3-1 (N 336 - N 356) 
<400> 494 

cagtccatgc tgtcggatcc g 21 

<210> 495 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 1317 TIP R5-1 
<400> 495 

gtcggaattc cctacatccc g 21 

<210> 496 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PDZ consensus 

<400> 496 
Glu Thr Gin Val 
1 

<210> 497 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV57 E6 PL motif 

<400> 497 
Arg Thr Ser His 
1 

<210> 498 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> HPV2a E6 PL motif 



<400> 498 
Arg Thr Leu His 
1 



<210> 499 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV63 E6 PL motif 



<400> 499 
Leu Tyr lie lie 
1 



<210> 500 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV77 E6 PL motif 



<400> 500 
Gin Ser Arg Gin 
1 



<210> 501 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV80 E6 PL motif 

<400> 501 
Gly Ser lie Glu 
1 

<210> 502 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV61 E6 C- terminal 
<400> 502 

Thr Gly Pro Cys Thr Ala Arg Trp Gin Pro 
15 10 

<210> 503 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> HPV60 E6 C-terminal 



<400> 503 

Arg Gin Arg Ser Tyr Cys Arg Asn Cys lie Glu Lys 
15 10 

<210> 504 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV55 E6 C-terminal 
<400> 504 

Cys Trp Thr Ser Cys Met Glu Thr lie Leu Pro 
15 10 

<210> 505 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV50 E6 C-terminal 
<400> 505 

Cys Cys Arg Asn Cys Tyr Glu His Glu Gly 
15 10 

<210> 506 
<211> io 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV48 E6 C-terminal 
<400> 506 

Cys Arg Asn Cys lie Ser His Glu Gly Arg 
15 10 

<210> 507 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV44 E6 C-terminal 
<400> 507 

Cys Phe His Cys Trp Thr Ser Cys Met Glu Thr lie Leu Pro 
15 10 

<210> 508 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
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<220> 
<223> 



HPV38 E6 C-terminal 



Gly 



1 



<400> 
Asn Trp 



508 

Lys Gly Arg Cys Arg His Cys Lys Ala lie Glu 
5 10 



<210> 509 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV37 E6 C-terminal 
<400> 509 

Trp Lys Gly Leu Cys Arg His Cys Gly Ser lie Gly 
15 10 

<210> 510 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV66 E6 C-terminal 
<400> 510 

Thr Gly Ser Cys Leu Gin Cys Trp Arg His Thr Ser Arg Gin Ala Thr 

15 10 15 

Glu Ser Thr Val 
20 

<210> 511 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV57 E6 C-terminal 
<400> 511 

Arg Cys Met Asn Cys Ala Pro Arg Cys Met Glu Asn Ala Pro Ala Leu 

15 10 15 

Arg Thr Ser His 
20 

<210> 512 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV2a E6 C-terminal 
<400> 512 

His Cys Met Asn Cys Gly Ser Ser Cys Thr Ala Thr Asp Pro Ala Ser 

15 10 15 

Arg Thr Leu His, 
20 
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<210> 513 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV16 E6 C-terminal 
<400> 513 

Trp Thr Gly Arg Cys Met Ser Cys Cys Arg Ser Ser Arg Thr Arg Arg 

15 10 15 

Glu Thr Gin Leu 
20 

<210> 514 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV18 E6 C-terminal 
<400> 514 

His Ser Cys Cys Asn Arg Ala Arg Gin Glu Arg Leu Gin Arg Arg Arg 

15 10 15 

Glu Thr Gin Val 
20 

<210> 515 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV31 E6 C-terminal 
<400> 515 

Gly Arg Trp Thr Gly Arg Cys lie Ala Cys Trp Arg Arg Pro Arg Thr 

15 10 15 

Glu Thr Gin Val 
20 

<210> 516 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV33 E6 C-terminal 
<400> 516 

Cys Ala Ala Cys Trp Arg Ser Ala Arg Arg Arg Arg Leu Gin Arg Arg 

15 10 15 

Arg Glu Thr Ala Leu 
20 

<210> 517 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> HPV51 E6 C-terminal 



<400> 517 
Cys Ala Asn Cys Trp Gin Arg Thr 

1 5 
Asn Glu Thr Gin Val 
20 



Arg Gin Arg Arg Leu Gin Arg Arg 
10 15 



<210> 518 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV52 E6 C-terminal 



<400> 518 

Cys Ser Glu Cys Trp Arg Pro Thr Arg Arg Pro Arg Leu Gin Arg Arg 

15 10 15 

Arg Val Thr Gin Val 
20 



<210> 519 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV58 E6 C-terminal 



<400> 519 

Cys Ala Val Cys Trp Arg Pro Ala Arg Arg Arg Arg Leu Gin Arg Arg 

15 10 15 

Arg Gin Thr Gin Val 
20 



<210> 520 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV70 E6 C-terminal 



<400> 520 

Arg His Cys Trp Thr Ser Asn Arg Glu Asp Arg Arg Arg lie Arg Arg 

15 10 15 

Glu Thr Gin Val 
20 



<210> 521 
<211> 20 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> HPV63 E6 C-terminal 



<400> 521 

Val His Lys Val Arg Asn Lys Phe Lys Ala Lys Cys Ser Leu Cys Arg 

15 10 15 

Leu Tyr lie lie 
20 

<210> 522 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV77 E6 C-terminal 
<400> 522 

Gly His Trp Arg Gly Ser Cys Leu His Cys Trp Ser Arg Cys Met Gly 

15 10 15 

Gin Ser Arg Gin 
20 

<210> 523 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV80 E6 C-terminal 
<400> 523 

Gin Phe His Lys Val Arg Arg Asn Trp Lys Gly Leu Cys Arg His Cys 

15 10 15 

Gly Ser lie Glu 
20 

<210> 524 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV21 E6 C-terminal 
<400> 524 

Trp Lys Gly lie Cys Arg Leu Cys Lys His Phe Gin 
15 10 

<210> 525 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV11 E6 C-terminal 
<400> 525 

Trp Lys Gly Arg Cys Leu His Cys Trp Thr Thr Cys Met Glu Asp Leu 

15 10 15 

Leu Pro 
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y 



<210> 526 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV36 E6 C-terminal 
<400> 526 

Trp Lys Gly lie Cys Arg Gin Cys Lys His Phe Tyr Asn Asp Trp 
15 10 15 

<210> 527 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV29 E6 C-terminal 
<400> 527 

Trp Arg Gly Ser Cys Leu Tyr Cys Trp Ser Arg Cys Met Gly Gin Ser 

1 5 10 15 

Pro Arg 



<210> 528 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV28 E6 C-terminal 
<400> 528 

Cys Gin Tyr Cys Trp Leu Arg Cys Thr Val Arg lie Pro Gin 
1 5 10 

<210> 529 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV24 E6 C-terminal 
<400> 529 

Lys Val Arg Arg Gly Trp Lys Gly Leu Cys Arg Gin Cys Lys Gin lie 
15 10 15 

<210> 530 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV22 E6 C-terminal 
<400> 530 

Val Arg Asp His Trp Lys Gly Arg Cys Arg His Cys Lys Ala lie Glu 
15 10 15 
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<210> 531 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV21 E6 C-terminal 
<400> 531 

His Lys Val Arg Gly Ser Trp Lys Gly lie Cys Arg Leu Cys Lys His 

15 10 15 

Phe Gin 



<210> 532 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV20 E6 C-terminal 
<400> 532 

Phe Tyr Leu Val Arg Gly Ser Trp Lys Gly lie Cys Arg Leu Cys Lys 

15 10 15 

His Phe Gin 



<210> 533 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV4 E6 C-terminal 
<400> 533 

Thr Cys Tyr Leu lie Arg Gly Leu Trp Arg Gly Tyr Cys Arg Asn Cys 

15 10 15 

lie Arg Lys Gin 
20 

<210> 534 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV54 E6 C-terminal 
<400> 534 

Arg Arg Phe His Cys Val Arg Gly Tyr Trp Lys Gly Arg Cys Leu His 

15 10 15 

Cys Trp Lys Pro 
20 

<210> 535 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
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4, 



<220> 

<223> HPV5B E6 C-terminal 
<400> 535 

Lys Val Arg Asn Ala Trp Lys Gly lie Cys Arg Gin Cys Lys His Phe 

15 10 15 

Tyr His Asp Trp 
20 

<210> 536 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV74 E6 C-terminal 
<400> 536 

Asn Thr Trp Lys Gly Arg Cys Phe His Cys Trp Thr Thr Cys Met Glu 

15 10 15 

Asn lie Leu Pro 
20 

<210> 537 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV75 and HPV7 6 E6 C-terminal 
<400> 537 

Glu Phe His Lys Val Arg Asn Arg Trp Lys Gly Val Cys Arg His Cys 

15 10 15 

Arg Val lie Glu 
20 

<210> 538 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV47 E6 C-terminal 
<400> 538 

Lys Val Arg Asn Ala Trp Lys Gly Val Cys Arg Gin Cys Lys His Phe 

15 10 15 

Tyr Asn Asp Trp 
20 

<210> 539 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HPV65 E6 C-terminal 
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<400> 539 

Ala Cys Tyr Leu lie Arg Gly Leu Trp Arg Gly Tyr Cys Arg Asn Cy 

15 10 15 

lie Arg Lys Gin 
20 

<210> 540 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> sequence unique to vector pDsREDl-Nl (+ATG) 
<400> 540 

attgccacca tgggaattct ggatccggga gat 



<210> 541 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> flexible polylinker 

<400> 541 
Gly Gly Gly Gly Ser 
1 5 



<210> 542 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linker 
<400> 542 

Glu Gly Lys Ser Ser Gly Ser Gly Ser Glu Ser Lys Val Asp 
15 10 



<210> 543 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linker 
<400> 543 

Lys Glu Ser Gly Ser Val Ser Ser Glu Gin Leu Ala Gin Phe Arg Se 

15 10 15 

Leu Asp 
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